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Site Sub-Site Code 2R SSFIF =
Lip Lip, Upper C00.0, C00.3 SSF1, SSF7,
C00.0 External upper lip SSF9-10
C00.3 Mucosa of upper lip
Lip, Lower C00.1, C00.4, C00.6 SSF1, SSF7,
C00.1 External lower lip SSF9-10
C00.4 Mucosa of lower lip
C00.6 Commissure of lip
Other Lip C00.2, C00.5, C00.8-C00.9 SSF1, SSF7,
C00.2 External lip, NOS SSF9-10
C00.5 Mucosa of lip, NOS
C00.8 Overlapping lesion of lip
C00.9 Lip, NOS (excludes skin of lip C44.0)
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
CO04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
Soft Palate, Uvula C05.1-C05.2 SSF1, SSF9-10
C05.1 Soft Palate, NOS
C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10
C05.9 Palate, NOS
C06.8 Overlapping lesion of other and unspecified parts
of mouth
C06.9 Mouth, NOS
Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule C06.0 Cheek mucosa SSF9-10
C06.1 Vestibule of mouth
Tongue &|Base of Tongue, C01.9,C02.4 SSF1, SSF9-10
Gum Lingual Tonsil C01.9 Base of tongue, NOS

C02.4 Lingual tonsil

Anterior 2/3 of C02.0-C02.3, C02.8-C02.9 SSF1, SSF7,
Tongue, Tip, Border, |C02.0 Dorsal surface of tongue, NOS SSF9-10
and Tongue, NOS C02.1 Border of tongue

C02.2 Ventral surface of tongue, NOS

C02.3 Anterior 2/3 of tongue, NOS

C02.8 Overlapping lesion of tongue

C02.9 Tongue, NOS
Gum, Upper C03.0 SSF1, SSF7,

SSF9-10
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Site Sub-Site Code Z F 4SS =
Gum, Lower and C03.1, C06.2 SSF1, SSF 7,
Retromolar C03.1 Lower gum SSF9-10
AreaRetromolar C06.2 Retromolar area
gingiva (trigone)

Gum, NOS C03.9 SSF1, SSF7,
SSF9-10

Salivary |Parotid Gland C07.9 SSF1, SSF9-10

Glands
Submandibular C08.0 SSF1, SSF9-10
Gland
Other and C08.1, C08.8-C08.9 SSF1, SSF9-10
Unspecified Major  |C08.1 Sublingual gland
Salivary Glands C08.8 Overlapping lesion of major salivary glands

C08.9 Major salivary gland, NOS
Pharynx |Tonsil, Oropharynx |C09.0-C09.1, C09.8-C09.9, C10.0, C10.2-C10.4, SSF1, SSF9-10
C10.8-C10.9
C09.0 Tonsillar fossa
C09.1 Tonsillar pillar
C09.8 Overlapping lesion of tonsil
C09.9 Tonsil, NOS (excludes lingual tonsil C02.4)
C10.0 Vallecula
C10.2 Lateral wall of oropharynx
C10.3 Posterior wall of oropharynx
C10.4 Branchial cleft (site of neoplasm)
C10.8 Overlapping lesion of oropharynx
C10.9 Oropharynx, NOS
Anterior Surface of |C10.1 SSF1, SSF9-10
Epiglottis
Nasopharynx C11.0-C11.3,C11.8-C11.9 SSF1, SSF9-10
C11.0 Superior wall of nasopharynx
C11.1 Posterior wall of nasopharynx
C11.2 Lateral wall of nasopharynx
C11.3 Anterior wall of nasopharynx
C11.8 Overlapping lesion of nasopharynx
C11.9 Nasopharynx, NOS
PharyngealTonsil Cl11 SSF1, SSF9-10
[excl. Malignant C11.1 Posterior wall of nasopharynx
Melanoma]
Pyriform Sinus, C12.9, C13.0-C13.2, C13.8-C13.9 SSF1, SSF9-10
Hypopharynx, C12.9 Pyriform sinus
Laryngopharynx C13.0 Postcricoid region
C13.1 Hypopharyngeal aspect of aryepiglottic fold
C13.2 Posterior wall of hypopharynx
C13.8 Overlapping lesion of hypopharynx
C13.9 Hypopharynx, NOS
Pharynx, NOS, and [C14.0, C14.2,C14.8 SSF1, SSF9-10
Overlapping Lesions |C14.0 Pharynx, NOS
of Lip, Oral Cavity, |C14.2 Waldeyer ring
and Pharynx C14.8 Overlapping lesion of lip, oral cavity
Note: AJCC does not define TNM staging for this site.
Larynx |Glottic Larynx C32.0 SSF1, SSF9-10
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Site Sub-Site Code Z F 4SS =
('é 102 # |Supraglottic Larynx |C32.1 SSF1, SSF9-10
LAY U2
®*iE* ) |Subglottic Larynx  |C32.2 SSF1, SSF9-10
Larynx, Overlapping |C32.3, C32.8-C32.9 SSF1, SSF9-10
Lesion or Not C32.3 Laryngeal cartilage
Otherwise Specified |C32.8 Overlapping lesion of larynx
C32.9 Larynx, NOS
Cervical [Cheek, NOS C76.0 SSF1, SSF3-6,
Lymph  |Jaw, NOS SSF 9-10
node and |Nose, NOS
Unknow |[Cervical region, NOS
Primary |Supraclavicular
Tumor of |region, NOS
the Head
and Neck
(@ =* >
107 %=
AP 8 #
AJCC &% ~
UG N
*)
Mucosal C00.3-C00.5, C00.8-C00.9, SSF1, SSF3-6,
melanoma C01.9, SSF 9-10
of head C02.0-C02.4, C02.8-C02.9,
and neck C03.0-C03.1, C03.9,

C04.0-C04.1, C04.8-C04.9,
C05.0-C05.2, C05.8-C05.9,
C06.0-C06.2, C06.8-C06.9,
C09.0-C09.1, C09.8-C09.9,
C10.0-C10.3, C10.8-C10.9,
C11.0-C11.3, C11.8-C11.9,
C12.9,

C13.0,-C13.2, C13.8-C13.9,
C14.0,C14.2,C14.8,
C30.0,

C31.0-C31.1,

C32.0-C32.2, C32.8-C32.9

w ok Al AL %
3 &F\« A AL &

8720, 8721, 8722, 8730, 8745, 8746, 8770, 8771, 8772
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Levels VI-VII and Facial Lymph
Nodes for Head and Neck
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wwER R M D SEINH T B2 2§ % (Cervical Lymph Nodes and Unknown Primary Tumors
of the Head and Neck, C76.0)¥2 Mucosal melanoma of head and neck (# *F}& ~ © "% ~ v *FP§
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o AEPRNL e HE(FHEHERFAE) F - FRFERREFELEHBO1:8) & b
ke

s FUREFALET BF O GFHRBE0-

s FuRFEREF R GFRBL

. %’:;F—,;gﬂ::; Gt AR ER 0 R ?EW ﬁ"f%kﬁ'm C P FENE R R v EE

. FRExe B Rh & ?PF?D?#\'J?—..‘%E%988 °
o APEFHEY EFRIA O FYEFRERE T AT AR

Yok | TH

000 PIE]R ~ ROLE ~ BHR/B R RHT BFARE -

100 | 73 RIFTR G 21 -

010 v"mmﬁw #3 EI A

001 ?4 ;9%}/-— I??F#wvsp iz ]~i’1 °

18




T e 3N

DERRT K[;*}'i

7_5)
&

kY

110 | 73 RIFIR 2 R%H " B3 BPH -

101 | %5 RIFFT% ~ /BT #“’ B3RP

011 ?-*ﬁ RIE >~ BR/BRERMRT B BRPPET)

111 PIF]R ~ R ~ S/ ?whcw BB

800 BB FRPRFREEE FHT P R E AL T RDER RS o

080 PRLAEEFEPLPRRAFEIEFTHRT R P AZHATIREDEPL SR -
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Measured Depth in Pathology Report
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A ERBIFER RS 5997 -
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001-979 | &4 7 “E MR FA » 1 0.lmm & ¥ = -

980 R 2 R =98mm e

987 RO B ILAR A BT R R o

988 AR AT IERERBE R FRASN ISR AT

990 R B M) B4 (microinvasion) & &) % 3 (focus or fou)ﬁﬁﬁ% P RBEEBIFR o

997 Kl f (8 AR A & A 4R B (no residual tumor) - L F RAR T URIE 0 2w R
TR 2 70 Ry it ﬁ)?”/#f‘i

998 e R IR AMAFEXLIBEER)
o EjFm © B st S R (neoadjuvant radiation) @ > B AR o

999 o R ILAR 4 ¢ dk LR R hicd

B b

S FG *

080 Depth of tumor invasion: 8mm and to the superficial skeleton -

030 Buccal mucosa cancer i % & jis*» % 5 JL AR £ 3T gross iy i R R PR AR 5 lemo &
4> microscopic #s it Depth of Invasion 2 3mm -

001 Hard palate cancer 3 % £ jis*» "R I 3R 4 ¥t gross g i AR R R R AR & 0.5em 0 §2
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990
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Extranodal Extension (ENE) Clinical
e B 55 8.9
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EHT R F VR T O T F VR T F VR RR A CEROURE)B R 0 £ FREA P 2 g
#M T B2 #p 5p % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck
C76.0)% Mucosal melanoma of head and neck » 7 =t A2 w ZE B Z A Hifh b > A M~ Bh %
ek i e

Jxéx P e :

# = & ek iz s (Extranodal Extension > i§ ® ENE) » £3% % Bpop 2 W) 2] = N #gw|cne & 52 > &
EF SR E BRI TS 0 LB TRT T REI R ST L R e

YoRGdn sl -
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Extension » i B = ENE -
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2
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0
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o Y5 9 i Afeit ENE &k i -
* %55 Bk AENEH] Tt e
* R TRATEE & A ENEX) @ gk o
o M FE S ZFEMNT A AR AENER ok

e % 0 idwita ENE &J° > ENE(-) -
e W lifits ENERPFY 3 b G S2E KT B &= ENE(+) -
o nEE 2 Liit G ENE Z)e it @iy B B S LB T b i 00 chi i - ENE(+)
* B9 i AR ENE ZR Rk ES AR GTIMEKE -
o F 7 HRIBPENEZ| T H - RFF > PR L %HIBENE(F)
* F 7 FF%EH?}%*ENE TE A - REF - BFARELF FEF o
. ;Tﬁﬁﬂ; WA LETis o AN category % 5 CNOF - Rl Smfh 5 988 -
e FBExe e H’";é«,\ v P oE R .a‘-f‘%M%998 o
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s Bk E 2 ENEX| % ¢
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o Tk HP BINZE B A CNL-3(H * S &) B Fk bt SENEMF) R aftH = gt
ZRTAAGY T BHPF o B Y RSS20

c FFREBGME  LHAFL MM B R LB Al T BRI R k0 R
¥ BB A9

FEPFRGKE > BF = /E%ﬁn/ﬁ%:@o

PR FRLE M R P AR AP Y WFREL S -

Bide ok~ Bt R ik

A % if 7o 9% B fat stranding, amorphous speculated margins

B # = Hm & confluent or matted

C LU N D
Vascular (vessels, arteries or vein) invasion / adhesion / tethering / encroachment /
infiltration / encasement

D % 1§ 9w &) Muscular invasion / adhesion / tethering / infiltration

E A g ER

Nerve invasion / adhesion / tethering / encroachment / infiltration / encasement
PEH L SR/ET

AR &R

XL

e BEEHEZ2ENEY T :

« ¥R biesr T& 7L % (No palpable lymph node) & T %+ = 5 |
(No enlarged Iymph node) Pl % = /E%f@; kS 50

o ¥ A MG ¥ A H(movable) ~ 2L % (non-fixed) stk = LR B ¥ = B RSB 500

s RARERAKMTEANT SESBSAFRG KT SHD - P av;/ﬁ%if%..&é% 00

o TR B BN G EACNL-3  TRA R R AFHT SEBINELEE T ISR RS G
»;# = bzt (A)# T 2 7 2 (fixed, fixation, non-movable, not movable, matted) ; (B)# 5

ErEerTERGOH G 5 (C)L K &)e -

C FREESTHTRIES > D UToARARERAFREY T B AR

© FERFEET R

RS R 2

c FRERAARGE AR AR

AR FRRR hIRe] R K

=

GRS LRFRENT ZARAEERAFRE Y T i ®

_é_

TREGE N2 B0
Y AR F AR B A

WAEEREHT BRI OEEK

A # = % F = fixed, fixation, non-movable, not movable,matted

B MG e R AR G A T BT R G)

&[4 cranial nerve, brachial plexus, sympathetic trunk, or phrenic nerve invasion with
dysfunction

C A % &)= invasion of skin
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SRt b it ENEZ P > i = 5 0 U0 cphigc  ENE(4) -

O N|F— | O

© OB L AR D ENE BRI RE -
© ARERGERE -

. * o

EIME s h e it RENEZ ) - ENE() -

ERE® LT ENERFE > ¥ f ik T B0t ikje o ENE(+) o

SEE R AHEFENERS o @5 T B0 & gk ENE(H) -

O N~ O

e BERELH ALK ENE RFRE -
e ANFEEREL -

. 7€i°

988

Tk 3 5] 5 oNO -

998

© HABRRERAS SR BPRTA
. WL ZBZ -
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BRIV

f%f}l] :

Yol | RO

000 cN1-3 ehiB % » Tk 28 4 4 4 i LAP(+) and movable » ® B 1tk 432 & 3
ENE(-) » 555 & 2]%715 5 CENE() -

001 cN1-3 ip % > fek 2% 4 5 LAP(+) and non-movable » ¥ ¥t 4k & 47 2 & 31
ENE(-) » 55 & %5 % cENE(-) -

001 Buccal mucosa cancer # % 3% SEINT %R & & o 8L A8 R R ENE() 0 TR
%5 FFE 7 2Rk & 4w it 5 LAP (+) » 3cm fixed of left submandilbe » Fﬁ FF {8 65 T
& N category 5 cN2b

009 CN1-3 chip % » A B4 A4 i LAP(H) > 2 336 2472 T L ENE() » K558 2

#7715 5 CENE(-) »

010 cN1-3 ehip % > Fek 2 F & & 3 LAP(+) and movable » @ %tk & 48 2 & 3 ENE(+)
and lymph nodes confluent size about 4cm » e & %% & 2| %7is 5 CENE(-) »

019 [cN1-3ehiB% » TR H e dF LAPH) » L AP gk Srh ki - A Bk d
3F 2 % 3 ENE(+) and lymph nodes confluent size about 4cm » e (& %% & | %78 5
CENE(-) -

021 cN1-3 enip % > fek 5 # & LAP(+) and non-movable » ¥ # itk & 48 2 2 iF 7 3¢
ERENEMH) > LAt B hH 2o mpe ﬁvgéizq‘?rjiﬁtA-G BoEo it Rl

H$F1S cENE()

090 cN1 3ehipd A2 E % a7 LAP(+)and movable» ® T & ¥ ifta % » & B iR 2
AP T Eh o o SR E HEis CENE(-) °

099 cN1-3 =i % > }?p‘)ﬁ,} ARt EER LS T@PH L MPGFEL A
M e g i 0 S KE L H¥is 5 CENE() o

101 Gingival cancer 1 %4 = FEI8 T "t ik & » 4K ik 7130 B IR ENE() > TRk F
o fE ¥ 4 it left side lift shoulder(= Rl 24 )» ¥ 7 .12 % 7 T N category = N3be
Fle A A% 11§54 SARAE T A 4 gk o

110  |cN1-3 i % > TRBE @S 4 3 LAP(+)and movable - & B itk & 47 2 & 7. ENE(+)
and encasement jugular vein - %% & Z|4%ris 5 CENE(+) °

111 cN1-3 thip % > feA 25 4 4 3 LAP(+) and non-movable - 7 # ik 4 3F 2+ & 7R
ENE(+) and encasement jugular vein » (5 %% & 2[%7{s 5 CENE(+) -

119 CN1-3 chiE % » TR 2 a3 LAP(H) » AZEP = Beh e kil » @ Bk & 47
2 % 7 ENE(+) and jugular artery infiltration - 3§45 & 2| %7{5 2 CENE(+)

121 cN1-3 ehip % > TRk 25 % 45 LAP(+) and non-movable » 8 R4 miE 7|58 & 1
ENE(+) e A Bt a ™ B Br P B A-G 7 T it §iFL 241
% CENE(+) -
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Bk %P RS FH IR

Sl

E

129

Tongue border cancer i % 4% SEINT "o %k & & > 82 M iE SN IR ENE(+) > 2 &
FRIRAHT S RPORGIFUEAGCY E-fd A FFAGT MR L
AP TRAEER L A AC P I Rt %ﬁéﬁﬁx%é %4 f24& N category 3
N3b -

191

Buccal mucosa cancer # %3 2 £ $832 8 ¥ & £5 it LAP(+) and mattered » f pF4 <
T TR RE  FEREF REMNTEEF AFRGRAHKT B ERP R
GAFHCA-G Y E- ik o AT FFF RS LR N 5 cT2N3bMO -

821

Nasopharynx cancer i %= sF5pINT "%k & & > 38 2 4 if left level 11,111 bilateral
level V & 2k = % F &0 b Pods i (ENE+) » it X § = 0 e ohB i e A-G
viE- it TR %Eﬁ*{ 7 L %8 ¥ 4 PF 4 i multiple firm and fixed masses over bil
neck level V -

28




Bk %P RS FH IR

SSF 10 LR 3
GRS A I 475 # [  000,101-120,199,210,221-298,
Extranodal Extension (ENE) Pathological 299,399,988,998,999

B % =5 55 8.10

B gt

e EL SR (J EVR ~ TR~ U OFDR ~ T OFDR ~ v & R Eﬁl@i)'ﬁ‘ﬁ $ @ F RPN
# T 12 2R 58 % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)¥r Mucosal melanoma of head and neck » % 3 i#f = g 2 I 5 % 1% 5 Skl % 95

J2dk P e

# @ J& b iz je (Extranodal Extension > # & ENE) > 5 Ep W 2 ANKE S e £ OE i s 4 A 3F
PRI NE RELS F]F o QI TORT R L ORR ISR -'{5‘—5’5.’“??‘. (83 2 ¥y o

mmgal :

o 4-#fextra-capsular spread (it = & % % Uﬁ{#&,ECS) extracapsular extension (i = & &% ¢t & )°

ECE)K extranodal spread (i# = 2 *H4T3EENS)Z 75 » AICCH ~imii- * F 5 Extranodal
Extension > i & = ENE -

* PENE()# % & pENE& J° -

* PENE(mi) (microscopickf fic) * % 5 ILENE & j° chped | 3t % 3 2mm e

* PENE(ma) i 2 5 ILENE & j° cngEdr « > 2mmet & p% (gross) » E j.(macroscopic) © % i R
ENEZJ= -

* PENE(+)#™ % 7 HENE & J° 5 3t & pENE(mI) 2 pENE(ma) & & pENE(+) °

o MIFTE o WAEd I WP AT

* F-BEAG AREHT BRPREERERR DI

* 0T OHT BHESLRREHT BER
© HAS 1T HT RS F HEM T 0 R EERE<Omm, -
© B2 T T RS R ﬂ%rw@ﬂmmjo
© 3T HT S G R RIe o 2R RS
*¥ = ~ =45 5 I ENE & e enpedf 0 01-98 4 %] % 4 0.1-9.8mm ° 3 A ;1P 532 ENE &
SFEHE > B S 99 o

o N & F ORI gsr T ENESR)e o BT R G R IZENE(H) -

. *’”ﬁ PRRM T B AL IR T ENE(H) 2 RSl o Boip BRI EESE S F -

. g«}%gﬁ | Zob ™ % BRI° 2 4% i Spexcisionz dissection > 1 ILAR £ 45 it § B LM
%%P@ﬁ#wﬁﬁ’ﬁﬁwﬁﬁémlﬂﬁmW*A’f%M/é*?ﬁ% @z;
ENE(+) » $#5 5 399 -

o FATEEFEF KT B R Y &gk~ sexcision s dissection » kIR 2 45 & EE

g

*iﬁ: R

3
BB RO T s 5 988
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AT G L

o ®h

&

000 3 -‘,}%/;%i? MRS ﬁ},%l?’:# T hiEE e
101-120  |F k= Reebix)e o By pEH<2mm - ¥ § e o
199 BRI T Reh &g 0 e pEAE<2mm - @ FE Y EEA s o
221298 |} BT A 0H ) 0 @0 REHE>2MM 2 =9.8mm > ¥ FEF R -
210 FORIEA T Bt Rge o B y° EEE>9.9mm -
299 © FREMT Brhikfe o RIPIER>2MM o ik g FE R SRR Echy o
* P Px(gross) - E g(macroscopic) @ 3 R F kL ENE - it @ FE § BEd iy
399 FOREMT SRR L g Yl -
988 o EXHT 5 - excision & dissection ¥ % pNO e
e E M B 5 - excision & dissection o
© FRFAHTE excision & dissection: & BITAF L g it R F BEEK R B4
2 (pNX) °
998 A B T RS R IR T A B R A
999 * BREFRHERZITRENAFTR o

o OREHTBRE LA ol B LR B

° Zgj”.o

T4

399

= % B 4% Level Il # = % excision biopsy Jfaﬁ_iﬁ%ﬁiﬂ metastasis SCC in soft
tissue » no lymphoid tissue seen -
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LT L ESE R Y

A v

CR
Esophagus
C15.0-C15.5, C15.8-C15.9
C15.0 Cervical esophagus
C15.1 Thoracic esophagus
C15.2 Abdominal esophagus
C15.3 Upper third of esophagus
C15.4 Middle third of esophagus
C15.5 Lower third of esophagus
C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

A,
T o A s & SSFHY = 475 988

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-0O-3 M-8800-8936, 8940-9136, 9141-9582)
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é ™ s Y [ 7 ,988’999
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R LAT AR

SSF 3 WeER 3
TR RS %75 # ) © 010,020,030,040,988,990,999

Tumor Regression Grade by pathology
e i 55 1 8.3

W sit -

e KRB R RS R R (S R o

I<ék P N

%ﬁﬁ_)%]_t;'__@’il’%r/}%/z‘ lgmﬁ)ﬁ% J_‘lp FIJE}%':'/‘?)%‘ {%K‘?F“/ £ é:-& ?‘]:). o
$oBhdy 51 :

o AP RBR N PR T - AR T B BRI 2 BB ok b A e

TPy o ST N RS R TS 0 R R R e G iRy
o AWEIIEfEIE HFEL LA

Yo7 K

010 i ILF 4 A or HoRy 2 ) (Complete response)
020 T BT R ] =50% e

030 BT AT B <50% -

040 TRIL T AR T ANl o

988 P o

N SCEERIE JEXEE B
o RIBEFEMESR o
e GISTZ Sarcoma -

990 W BT SR R R AR R R -

999 o FABEFT ISR RFEI P o
hd }]—%)ﬁ_#\ Ui\‘ “ 1—0
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BRI g LAT AR

SSF4 Wik R 3
bt 1 R K b “f § ] 1 010,020,030,040,988,990,999

Tumor Regression Grade after Radiotherapy

HeE B R 8.4

T gk -
Edr S R B b R F RIS RN S F iR F (5 CCRT g e B )i 15 TR

FRER o

J<ék P e e
gﬁ”ﬁ%‘i@*&%lé& {6 ek )‘@{;I-,’—‘:’; glﬁ&'/é’}%)i“;‘ 2 ?Ef; thE B TS o

YoFGdp 3l -

o AP L RPN P A ARe R SRR R P BT T 26 0 ) iR F
PTG S S 2 ok s e YE c B A R RE P PR L R R P AR
FR o

o R EVITRA R TG SRS

. M&ﬁfiﬁ%iﬁwﬁ% B % o

kY &

010 Wk 7Lkt = & &(CR ; Complete response ; 100%) -
020 Tk 7o B o 3% > £ (PR 5 Moderate response ; 50%) °
030 sk 73 BT o5 48 2(SD ; Minimal response)

040 ek TR AT e 14 o (PD 5 Poor response)

988 A o

o R AR
o EFRETFieR e
R
e GISTZ Sarcoma -

i R AR o F BALR A H P
999 o FAEFMEMILE BRI P o

o FEAE{LTE
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")%"‘}ﬁ:%r; l’f_'_*jf ifﬂ;} D3 [,%’

e

i
Stomach
C16.0-C16.6, C16.8-C16.9
C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach
C16.2 Body of stomach
C16.3 Gastric antrum
C16.4 Pylorus
C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach
C16.9 Stomach, NOS
Note : Exclude ICD-0-3 M8935-8936

A,
T o A s & SSFY = 475 988
GIST (ICD-0O-3 M-8935-8936)

NETs (ICD-O-3 M-8153, 8240-8242, 8246, 8249)
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF1 LR 3
Hafik CEA W% & 75 # ) * 001-988,999

Carcinoembryonic Antigen(CEA) : Lab Value
e I A5 8.1

b N = U
=X ol %“I}%F}’k/p}%’i" TN AT B da g CEA ke B o

Jedk P eh
PR KRR TS LR .

Yo 353!

© BruRCEARS B L& HE R FL R TR AT REBRSL I 0T @&
&?%ﬂ%%ﬁﬁéﬁmo

o RypT ;nz,%:}ﬂ 513 » g = ip R 3B P pogiad R CEA(ng/ml 5 8 )& g & > blde i
F 3 -&UJE&CEAﬁa1§;7meD’ﬁﬁm%0mo

. *%ﬁ*du@$§vii:”@ﬁ%%%%%’*%4%%ﬂw§%%%%$’£%%ﬁ

THE R AEEL TR o R E AT AL TS o F B RN R KRTER

TR A P om sk E o R Yrg 5988 o

s FRIFABII KR CEFoRSNEoRES Hp kY o RINY D AT IREFE
FYE

o EERLE TR R T R

o & RRAILR CEAR KK R U F i o

[}

YR K

001 =0.1 ng/ml -
002-986 | 0.2-98.6 ng/ml -
987 =98.7 ng/ml -
988 ZIRT S

e GIST 2 NETs -
c CRARBLEEARE EVRKRFE -

999 o R ARRA
° /J»ﬁ’]‘ﬁ%?
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF 2 WL R 3
Bk CEA #¥% it ¥ & %75 # I © 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.

N | Val
ormal Value B AR 8.2

W st -
T ORBEF NI K T 3B P RSB R CEA bR B ¥ EehL B o

12dk P e !
A RBECEARKREL DT ¥ Bl B o

B dp 3l

© B iRCEARS ELEHS BB REFERRE > MTUTRAZERFREELME TG
TR R R R

o &AL RTRIED U T IS TR ST o

o kPRI FR CEARR SR B ML g o

¢ AFEFREUYEFRL L FYERFRARR A BReNH L FREIRR T RERE
TFERVEHEELTRY PR R B VST G o FRER R SR
LW AR E R RSk E 0 P YRS 5988 -

* FBRFARZIGHE CIEZFANERES R G RARE R P AERT- I RKFE

Y
e FRHEWFHICHETIBI PR %é%ECEA—*Z J& A5 999 o
e W EMERE RN E(H4EE ¥ E 5 0~5ng/ml > B % CEAE Z 5ng/ml) R 55 % 030 -
Y75 &K
010 Bxavpiadih CEARRBEHE /<01 §F E -
020 % o atih CEARS /o ¥ & ;0 ¥ Erp o
030 BA Rtk CEARRE SRR B A LB ALY -

! 1&’# °

988 « GIST 2 NETs
o e MU RBANE ARARY £ E

. f];:’)ﬁ#\ U$\ 7 _:p_o

999
e Xief"mitiRh CEA % -
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF 3 BeER 3
dy 33 % S5 §= & : 000-008,010,988,999

Helicobacter pylori

e 55 8.3

st -
W OB B RY AR D WG RIS AR RS o

1<ék P et
dy RS SE B GO RO B R F S o

-1

o WRHFBET I IR IR FO 2 0 ¢ FEH I e s (histology) ~ w3 A~ B R
% Pa2# 5 (rapid urease test) ~ w488 2 k& o¥ § ;25 (urea breath test) ~ s * 4% F K i{ fLR te
% i (Helico-bacter pylori stool antigen; HpSA Test) ~ & & v 4848 & B (PCR) o + i i - 78 & 42
-2 REREF GBUE GHESGABERRSF -

e FHMHBRCEIISEMLE R RRSFIEE Y RPFITES LB

o FoRNPZ¥BREFWLIEMY BY%AE 5010

kY TR

000 A= S T

001 g 7L e % (histology) ¥ & 5 % 5 P i -

002 mEAR A RERSE LB

003 P-ik FR % fe S (rapid urease test)g % & B o
004 RS S

005 Pk ¥ f 3% (urea breath test) i 2% % % 5 i o
006 dy P 4% 5 & i 4k & 4 2 (Helico-bacter pylori stool antigen; HpSA Test) # % % % & 5 |
007 FEprpsagi F BR(PCR) B % 2L -

008 g S o ¢ I N BPF M S S

010 FoAARRE SRR EF LB

988 i * o GIST 2 NETs -

999 © RS

AR TR
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.‘)'%:}'i%fi l’f_'_*j? ifﬂ;} c 3 [%

SSF4 BFreR 3
PRI Y SERIFER %7 § 1 : 000-980,988,998,999

Measured Depth in Pathology Report

HE 5884

Wt it
BRI TL S Rl G T 6 B R DER -

Jedk B e
BERR L RER 0 R RA SRR N TR A R B

HoAB 51

AP FERIETLS r}fﬁf'pf[#“’t'))‘ﬁl‘l'i‘ﬁﬁ PURR B o p HEEd B B| 7
%E;gdf; T S 7

o
Bip e FAUREAFL Y REORE > FREHFLY TG E R F IR
999 5 p ML jiFk & F F%%é&*ﬁﬁ:ﬁ:
A A E =5 012 58 (mm) 5 FopEILAR L G 4 H = 5 2K (um)pF - 100um=0.1mm -
B E ) 0 0.1% 58 2 1004k 3% A% = 001 ~ 1% 3 %75 = 010 ~ 0.5cmim45 = 050 -
PR A ) 012 A (<100#cH ) > %45 5 000
FORIAR L Ersde e fo Rl R IFR 0 RIS < BiE S A E B L 2mm-3mm > g &
030 -
ﬁ JEIR A fg bR R R <OV N R B PE > P E B e dp H BB T AR -
B % iﬁwu © B X s 5 (neoadjuvant radiation) 2 > B AR o A i As 5 998 -
B¢k - % d 2w 00 % (neoadjuvant treatment)# @ iF A By 0 4 0 2 R R i
—é;ﬁ“ ”a% R T RIR N N £ AR B e e it KR S R
B H Rt
FBEe B o e :%‘FF?P;L%*% FAME 2 B IR 0 55088

27
4
i

Yy T &

000 HmiE R <01 & o (<100 ek ) o

001-979 | 3e4%F % *R® A » 1 0.lmm % ¥ = (1000um=1mm=0.1cm) -
980 R 2 iR B =98mm e

988 A o

s FHEXANE ?Lyﬁgng B o
e GIST 2 NETs -
. 2ban o é’ﬁfl‘;‘oﬁm*gﬁﬁm,%_ .“" 'E\'f

998 © ARG EERA(RERENER) -
. xﬂw © B % 2%t (neoadjuvant radiation) & > £ SR o
999 IR P A LR R ldy o
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")%"}'i%r; l’f_'_*j? ifﬂ;} c 3 [%
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A e S B

S RE.

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon

C18.4 Transverse colon

C18.5 Splenic flexure of colon

C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon

C18.9 Colon, NOS

A,
T o A s & SSFY = 475 988
GIST (ICD-0-3 M-8935-8936)

NETs (ICD-O-3 M-8153, 8240-8242, 8246, 8249)

High grade dysplasia (Severe dysplasia)
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DA e i B L

SSF 1 LR 3
Bk CEARRE 475§ ) © 001-988,999

Carcinoembryonic Antigen(CEA) Lab Value

WE W 55 8.1

W st -
SR B RE iR 3BT P %R FUR CEA (bR

I<ék P N
PRV BIEG RS RIS LR o

-1

B e i CEAW S E A4 85 R REFTh » TR AT R AR i LHEH i
BRSO R (SRR e

Py T A AR Ap sl 0 o A Is R 3B Y P R ad R CEA (ung/iml G H )EF E 0 bl
e3P Riayi R CEAS R @ 57 (ng/ml) > -4 #8070 -

AP EEA LY FFRG A FY FF AR @ﬁb“Nthﬁ;%%’“%%m
AR FEFUFRENEL TR P B T NE e PR R CRLER
TR AR 0 ¥ OE MRSk E > PSS 5988 o

FRFAZERpF G IR AN ERES R G IRAEY R P AERT- IRKE
EN

AR G T B TR TR e il TR 18 3T

% PR Ul CEARR K 3 1§ eh ‘ﬁnﬁ

J ETIS

kY T &

001 =0.1 ng/ml -
002-986 | 0.2-98.6 ng/ml -
987 =98.7 ng/ml -
088 FAEHE o

* GIST ~ NETs% High grade dysplasia (Severe dysplasia) -
. e At H‘mﬁ'?'ﬁrvg—k)%‘ﬁ_"/’ ‘h e e B o

999 . ;ﬁ@;\ R
° 7}:&5&,
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DA e i B L

SSF 2 WeER 3
Bk CEARSD ¥ & %75 # ) © 010,020,030,988,999

Carcinoembryonic Antigen(CEA) : Lab Value vs.

N | Val ,
ormal Value B BB 8.2

T gk -
SR BRE s 3B N SRR CEA sk B e F i B oo

Jedk P et
P RR RS R BERCEARKZEE L FEOL R o

Ho 5 51 :

e iR CEARK EF A HEF CRBREFICE TR REBEFT R B xf;&/{ﬁ,—_ﬁ (m

TR R AR AR o
o A LT EFRIED TR T IS ISR o
. m%&%ﬁ&&%ﬁ%g%ﬁﬂuigﬁﬁ°
. iﬁ&ﬁﬁu@$§%éi:”@$§&%ﬁﬁ’ﬁ%49*ﬁ%§%%§%W’
THAEFNFAEEL TR o BB Rl ¥ B UL TR A/ D
Lo B #5999 -
o FHEAN L KRLEF AR T AR E 0 B SE 5988 -

2

F

s FBEABR ISR R SFANERELE ﬁ'f%‘ﬁii Pl E R R ERiT- X HREkRE

Y

= )
R

©OFBENFASRDIR N HCEAT > IR0 -

e TR EERFELENE(M4EDT ¥ E S 0 5ng/ml > % % CEAE % 5ng/ml)p] %% = 030 -

©EFEDRRGFERL FFRERREREL L -
o bHe SR F EFR0-Eng/ml 5 e gE B R L F &4 F0~25ng/ml -

kY AR

010 B & efgpirdihn CEA SR BB /<20 § @ o

020 B % i CEA WS @I/ ¥ @ 2 4 @i p -
030 Bxomaiih CEARZEZ TR B P AT F Ao

988 ZIRT S
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
o TR ANE AFARLE E U ItRH E o

° }?ﬁ,}}ﬁ'#\ c;\. 7 3’_0

999 e ARiE{THREILR CEAHKS -
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DA e i B L

SSF 3 HrER 3
RN RS Lk 7% & B © 000,010,020,030,988,990,999

Tumor Regression Grade or Score

B W5t 8.3

W e sit -
fREY B RET T IR L R Rt e e

Yedk B e
PR R S RIS R TR LR o

YaRGdp sl

o AWEFTHLIPERGHFFEN T - KK o LD T FLIe ROl kR K A Seh
Eyp o FIE B ARG B D ERINR 0 s 5988

s AMFEFTAGUBEFL SRS TP FRRRGEL IR FZTR)  F 0BG
988 -

F
« ¥ @ 3 #7«HModified Ryan scheme for tumor regression score » 3% %

Dworak Regression Grading Classification CS
£ =5 A ¥R Y0 7B
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 | dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 | total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
4 ¥ L & HR %E

0 Complete response: no viable cancer cells 000

1 Near complete response: single cells or rare small groups of 010
cancer cells

2 Partial response: residual cancer with evident tumor regression 020
but more than single cells or rare small groups of cancer cells

3 Poor or no response: extensive residual cancer with no evident 030
tumor regression
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DA e i B L

S FB &K
000 * MBEEL F % 0. é»(CompIete response) °
* R2FJE - RAG Kz o
*  H AR E‘r_)é’;
010 . ﬁfé’ﬁﬁ | & &1 (Moderate response) °
. BFE R
e HBATEIAmpHwE o
020 * R4 ¥ 525 (Minimal response) o
s ERF k-
o AR edgai .
030 * FRE ] ¥ 3% (Poor response)
e EF R - %‘—2")”}3 B s T kR R I AR R o e o
988 ZIRT S
e GIST ~ NETs% High grade dysplasia (Severe dysplasia) °
o LT AT ISR
M e P + 5 ]%‘
s & I Iﬁ‘—’_f_?‘« BrEi o
990 FFRE G B R RARRE AR- P o
999 o R F Ao

BEA ] -
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DA e i B L

SSF 4 BeER 3
FRE % %% # ) : 000-980,990-996,988,999

Circumferential Resection Margin (CRM)
e W 2R 5 84

ﬁ""#’{_t".
ERRE B RRERY G -

Tedk P ch l
PR REER S RS MTELELE

Yo dp 3! ¢
o AFETHGUREFL LA SRR TGRS GRE S RN
BE o P p AR D ST ek SRR (T S LR o
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* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
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ESD (endoscopic submucosal dissection) ... % ;% & & 45 i CRM »
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Perforation
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Rectosigmoid, Rectum
C19.9, C20.9

C19.9 Rectosigmoid junction
C20.9 Rectum, NOS

yER

&

-

N

122 857) fi & SSFH -k 575 988

GIST (ICD-0-3 M-8935-8936)

NETs (ICD-0-3 M-8153, 8240-8242, 8246, 8249)
High grade dysplasia (Severe dysplasia)
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Carcinoembryonic Antigen(CEA) Lab Value
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088 ZIRT B
 GIST ~ NETs # High grade dysplasia (Severe dysplasia) -
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¢ R FROPTR L R RRAXTEES L
Plde AR DT ¥ E 4 F0~5ng/ml s 2SR B R F 4 F10~2.5 ng/ml -

g &

010 B ximiriih CEAFZEFR /<1 § @ -

020 Timiaiin CEARSZR B/ ¥ @& 2 F @ p o

030 B & tumiriihn CEAS%E LRl B 2 FAT B e o

988 ZIRT S
* GIST ~ NETs % High grade dysplasia (Severe dysplasia) °
o MU IRBANE AR ARLT R iR E -

999 ° [ﬁ}ﬁ'#\ G$\ s 3'—0
L] ;\12’.1‘1’ }%5&_&"71,};{! CEA %ﬁl%% °
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Tumor Regression Grade or Score
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R SRR D LR 2 R E S A

1xék P et
B R R SR TR (S LB o

YoFGdp 3l -

-ﬁﬁ%*%ﬁﬁﬁﬁﬁﬁw%ﬁT—ﬁﬁﬁﬁ’iﬁﬁﬁ%ﬁ$%%ﬁﬁ&ﬁ?%é$&ﬁ
17\#%\’ ﬂLL?'§%—/;4?&A L %E%§988°

o MF TR TR [ﬁal‘"i‘,}? rpci\ FRNTE W rﬂlb%‘lﬂ;ﬁ%,}}; IR o € [’iaij'_'_?; ) ;%“}s‘né%;
988 -

« Dworak Regression Grading Classification® g 45| % s 2 &~ 4 > 55 % - B A o

+ ¥ 2 3 #7HModified Ryan scheme for tumor regression score » %% % = B % # -

Dworak Regression Grading Classification CS
£ =5 A ¥R Y0 7B
Grade 0 no regression 030

Grade 1 minor regression, fibrosis in only 25% or less of the tumor mass

Grade 2 obvious fibrosis in 26% to 50% of the tumor mass 020

Grade 3 | dominant fibrosis outgrowing of 50% of the tumor mass

Grade 4 | total regression, no viable tumor mass, only fibrosis 000
Modified Ryan Scheme for Tumor Regression Score CS
4 ¥ L & HR %E

0 Complete response: no viable cancer cells 000

1 Near complete response: single cells or rare small groups of 010
cancer cells

2 Partial response: residual cancer with evident tumor regression 020
but more than single cells or rare small groups of cancer cells

3 Poor or no response: extensive residual cancer with no evident 030
tumor regression
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000 o REHE]F % 0. é»(CompIete response) o
« RIFE - RT Hpwme o
o A B‘r_)é’;
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020 o FEE N5 % 22 (Minimal response)
o WERFE-

oAb EGHRT

030 o FRBE | ¥ 53 (Poor response) o
. BFE - UG RS R By R S Pe R A ENa AR fm P o

088 ZIRET S

o GIST ~ NETs % High grade dysplasia (Severe dysplasia) -
o ULF TSR o

) /)s }3 /{iﬁ‘/r- }%‘

« },%Ii“«liﬁa‘« BrEi o

990 | FF R L F ARR A- HEP o

099 | e inp R 7 o
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Circumferential Resection Margin (CRM)
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* 2 CRMi4p F F % 3 Circumferential radial margin ~ Circumferential resection margin ~ Mesenteric
(mesocolon) margin ~ Radial margin ~ Soft tissue margin
o AP IEAHE 5013 K (mm); %R 013 F % 5001~ 13 ¥ %7E 010 ~ 0.5cm
#5 %050 -
o AFBER AT
o UF Bk G IR BCE %45 001-979 -
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© RIARE e R SRR A T ) *“fﬂf:fﬁfﬁ PP E AR Ry E BB DT 0 o
o FURBTRHIEN T B Z FERP KRB F G FERPF R RIEY FIEYEE K o
e BEHEL= ﬁtr»}f‘ﬁli“—'j;i%—ﬂk;’{g 7% 478 5 (no residual tumor) & > & %8 990 o
. %’“iﬁ‘f‘i‘% #e £ w $470 7% (Neoadjuvant Treatment) ¥ = e85 S AR~ & 7% 476 % > g 990 -
e Wi X B INE B “f » ] 4o polypectomy ~ EMR (endoscopic mucosal resection) ~ ESD
(endoscopic submucosal dissection) ... % i B 2 % & * & 45 i CRM » 35075988 -
o ;g-;l%;mgp;«l A ze ;\‘.eﬁyzn;%ly S m b R AR %d—gg,,,ggggg °
©  FREARL f B R Gveryclose? AP T ok i 0 G A K L FF
o EURLEHERUSLIEMN (RiLvGEENERmE BR) BB .
s FHANFESRERTGIBE (REAIr4 EREEWE ZR) 0 K%HAB000 -
. —,{:..ﬂ,z-;pquRFFFEI G PR TR M 2 R 5999 o
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980 B Tk 7 4 =98mm o

990 TR A & 7% 4% *6; (no residual tumor) ©

991 MR TR SR IE R~ BERRIL G P o

992 TR <2mm o >1mm o g 43 Imm 3 2mm 20 7 oo
993 B TR % <3mm ; >2mm ;2 43 2mm 3 3mm 2 7 oo
994 R TR Sk <dmm 5 >3mm ;& 43T 3mm T 4mm 20 B e
995 R TR S <Bmm s >4Amm 5 & 4 3T 4mm 2 5mm 20 B e
996 ' % TR 27 4 >5mm o

988 7

* GIST ~ NETs # High grade dysplasia (Severe dysplasia) °

e BERRAFEX L)

o MUIRPEFESR L /A RFIRR T H TR

o WX B IV K,éft » )4 polypectomy ~ EMR (endoscopic mucosal resection) -
ESD (endoscopic submucosal dissection) ... % ;5% ® #& 45 it CRM o

999 © EBERT GG
s A
*  RILAF 2 E i 5 distal and proximal margins
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Rectal tumor distance from anus
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R R T GBI v R A TR BN R R otk BAR (S hE & TS o
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HrE SR T KB v RS A F 45 1 Y E %% 4(proctoscopy) ~ #icit Tk E O N ARAL

(erX|bIe sigmoidoscopy) ~ E % p 425 & (Endorectal ultrasound, ERUS) ~ 1% 2 = #&# & (magnetic

resonance imaging, MRI) ~ z F* 35 t& (digital rectal exam, DRE) - %3 & & 5 B ek & ¥ ik 4 >
EX SHEE Y PR RS R

CT Scan7 it i E R T SB[ v pEH | ET iRy o

s F-fatkhA? FF IPRALSEF BRI S EBT FIEIM U OB ITIEY
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¢ 13~ T L3R > & BE 505 991-993 -

kY28 &
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001-150 | 3648 % "8 T s 229 P v chpbdt > 4 lmm L 8 = o
988 F o

 GIST ~ NETs 2 High grade dysplasia (Severe dysplasia) -
Wt BEF ek 0 F A AR ARS

%o k&% (Rectosigmoid junction > C199) o
991 BEHHBEAE S F L3
992 EHMEBEAE ST 13
093 Egﬁeﬁﬁn,’%%ﬁ*g—r 1/3 -
999 © pfEAE{A AT
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JFF—:}%,

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0-3 M-8000-8156, 8162-8175, 8190-9136, 9141-9582 Z % 4+SSF1-8)
(ICD-0-3 M-8160, 8161, 8180 i 7 % 4-SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-0-3 M-8170-8175 % % 4%SSF1-8)

(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582 i % % 4+SSF1-2)
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Alpha-Fetoprotein(AFP) Lab Value
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Liver Fibrosis Score
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000 | Ishak FO: No fibrosis -

001 | Ishak F1: Fibrosis expansion of some portal areas > with or without short fibrous septa -

002 | Ishak F2: Fibrosis expansion of most portal areas » with or without short fibrous septa -

003 | Ishak F3: Fibrosis expansion of most portal areas » with occasional P-P bridging -

004 | Ishak F4: Fibrosis expansion of portal areas with marked bridging (P-P and P-C ; P-P as well
as P-C) -

005 | Ishak F5: Marked bridging (P-P and/or P-C) with occasional nodules (incomplete cirrhosis ) -

006 | Ishak F6: Cirrhosis > probable or definite -

007 | @ pIZaF A pILAR £ E e PR AR ARR 0 RAZH R - TRETE S P Rk AR
&%4}, 382 R L oo

008 | &pIdf 4 IR aR 4 miy EIFRATARR - RAZF A - RNUE A PEL R AES
FERBEEFH

988 | # i * o
e MUBRRNAREKRLEEFIeE > LV RFRBHEN RPN ZETE 2 ARSA

B~ AL A > TRETE & PRk FHRETN S wEMGTR o
© EREY TR - (cithosis) i BRI 2 BB GRS (et~ TR
EPELERA) -

999 |+ Ao

e A% Ishak e
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R 3N A T_F] S R

SSF 3
Child Pugh 4 #c

Child Pugh Score

W& & 3

Y% = [F] * 105-106,199,207-209,299,

310-315,399,999

e i 58 1 8.3

st -

gag‘,-u—fﬁﬁ.q;f&%«* ‘”)?%Em’i B2 P EiT— AR i %_\;c °

ek p e
ATE P mF‘ 11,14 BL ST R B B % 2

42 DS .

Ho 5 51 :

o P =7 B PFis A Child-Pugh Score 2 4 s -
P ETE L

s
=

o RIS FFBeE R

E SR

o P AIEA I BRAPIRANITER 0 T B RIS EE I AHKEAFABCZ &

('ﬁf’r%\»)o
e ML= od 23 LW AT
oS BABCA BN %EBL 230

* 4 #05-15p % %?'47*;:},% i+ #rze §Child-Pugh Scorez. 4 #icdf & -
nFG 599 o

* b4l ¢ 5 feze ¢ Child Pugh A > Child Pugh Score i 54 » i ¥Fg 5 105 -

* Gil4r2 }%)ﬁp ?Ch”d PughB > e & #% %2 $|Child Pugh Score » ® & /2 353 I Fgﬁ?"‘ v M

CERREL R AR R AR A4

#5299 o

o ZLAFFT L B %k 5 AR 5 Child Pugh Ax n;%[ﬁfﬁj =2 “%g‘a;‘l B 5 105 ~ 106:% 199 ©

i ,’ﬁﬁb,kg\r}’d,

2w 4 H 1 A 4 (Degree of liver damage by LCSGl) & ¥ ¢} ¢ 3% (4r: MELD) % 7 % 5 §
B2 o R AN E 2 fpad R P RAR Y -
e Child-Pugh Scorez i * B % & F 7 ’”—ﬁxfr SRR o Ae b e Fed s B fERPER S

£7 -

T

WD B SR TR AP A NERIERBEIFRE T AN 0 T &

Measure / score 1 point 2 points 3 points

Total Bilirubin, umol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50(>3.0)

Serum albumin, g/dL >3.5 2.8-3.5 <2.8

o /F _@‘W

Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>2.3)

sec (INR) % x fig o P& Y

Ascites % -k None _ Slight Moderate
(easily controlled) (poorly controlled)

Hepatic encephalopathy None Grade I-11 Grade IlI-1V

faal: (or suppressed with (or refractory)

medication)
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R 3N A T_F] S R

P ETELBEARESE 5645 AK;T945 5 B%;10~154 5 Cx o

Yls | A

105 Child Pugh A » Child Pugh Score 7 5 & -

106 Child Pugh A » Child Pugh Score 6 4 -

199 Child Pugh A » Child Pugh Score # 3% -

207 Child Pugh B > Child Pugh Score 5 7 4~ o

208 Child Pugh B » Child Pugh Score * 8 & -

209 Child Pugh B » Child Pugh Score 7 9 & -

299 Child Pugh B > Child Pugh Score # 3% -

310 Child Pugh C - Child Pugh Score 3 10 4 -

311 Child Pugh C » Child Pugh Score 3 11 ~ -

312 Child Pugh C » Child Pugh Score 3 12 & -

313 Child Pugh C > Child Pugh Score 5 13 %4 -

314 Child Pugh C > Child Pugh Score 5 14 %~ -

315 Child Pugh C » Child Pugh Score % 15 & -

399 Child Pugh C » Child Pugh Score 5 7 3% o

999 o N BEAdRE I

S A Et
° I)\P “zI‘l\:' o
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R 3N A T_F] S R

SSF4 HWiEk R 3
TR (FF) R E 7% 5 [ © 001-987,988,999

Creatinine (Cr) Value

e AR5 84

ﬁ’*ﬁ,{t" .
R B RO RisR T 3 B ¢ N #rHk Sk creatinine ik % &

fedk B et
Creatinine 3L 3% & i ey * F] 3+ o

Ho 5 51 :

Creatinine (Cr)22 BUN (blood urea nitrogen) — 4= % 123=i § 7 iy o d >t Creatinine™ % > il @
SIRA > AARE ST S B A 2 R ATRE SR B Fpt ¥ % k3 ¥ Creatinine i
(creatlnlne clearance (CrCl)) » m & & F- 5k 4B g (glomerular filtration rate (GFR)) ; {?g ﬁ

R j\,F,;\‘; ;s:,’;’, [ 22 'rﬁ;}%ﬁl o

AR R E HEsesn ¢ o2 i@ ohCreatinine - 12 mg/dL 2 H = ehicE o

Creatmme%&,‘fﬁ R 2 R :%*prl‘mp BRI :%*Ffl‘?aéicreatmme%ﬁ,ﬁﬁ BV Ry RE
FRRARLIoH GRS EfeREL Ep R ARE 0 A1 VAR P A BT KWk E
3o FRENUIRE KRB AL P R RKE 0 B YS 5 988 ¢

R F w3 P PN e B B % Creatinine #kcig o 5 Creatininetz % & 5 0.5 milligrams per
deC|I|ter (mg/dL) F* - F-¥#g % 005 o

Creatininei* ¥ 2% 19 % 2 Fm £ » - dZ x> M ¥ & 505 to 1.0 mg/dL (45-90
umol/L) » ¥ i ¥ &5 0.7to 1.2 mg/dL (60-110 umol/L) -

Creatininete % B = £ 7 » TP~ 3 | #icB{s — %4 > bl4cCreatininetg 2k & % F S #ciE 5
0.14mg/dL > # % #5001 » ¥ 3% & % F % # i@ 5 0.15 mg/dL - #5002 o fe = Creatininets %
%2 FRHE 0 G ) 2001y o RIAE T w BT N E F#.&E%OOl » 7] 4eCreatininets 2 &
%@ i 5 0.04 mg/dL - ’j‘ 5001 -

qJ ETIS

S ¥R T &
001 < 0.1 mg/dL -
002-986 | 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
088 FAH oAb B AR ARY &Rtk Sk E
999 . }}%fﬁ#\ Fe A=A
s Hjtesk e
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R 3N A T_F] S R

SSF5 ik 3
LS 371014 Y785 = [F] + 001-987,988,999

Total bilirubin (Bil T) Value
e i B8 1 85

ﬁ’*ﬁ’{t‘ .
FEETR B kTR i 3 B P Tk & total bilirubin B g E o

Jadk P eh:
& %% = % (Total Bilirubin, Bil T) § ik £ 3e 8% o edp 1

Yo dp 3! ¢

o &% % (bilirubin)#k i) ER] 1 5 8 4 % ch R o i iz % (Hemoglobin) £ iz 3k @ s % Fv > § i
=2 E‘éﬁ’;p&géi PRl o o AFRR R Yo 15\%);4‘-2975;?%;;5 ) B & ] N ]i‘T}“
Fg R o B RERT oof v Wy et o ARSI FAR 0 & ¢ R R
EH 4 LK 2 P9 € %% 0 fE5 % m(jaundice) o

o i 2% (Total Bilirubin, Bil T) #2 & (" mg/dL » E =) » & 32 & #(direct)*2 = % ~ ¥
(mdwect)’%.&: % > 4v_tdeltabilirubin (8 & v 9 FenE i 3) o

. %&”"';: cHRREFESG Y WFRS L FY FF AN R RRER OV ST T

FREW ARG GRLEH AL 2 E O REHRE 0 PGS 5088 -

© FBRERLINH CIESISFANECBEL LT IRAY 0 RV P F R A RKRE

ER

o EHBENEFHWIBI P EFORELFE o B2 £ L 0.5 milligrams per deciliter (mg/dL) B
Rl “‘M%OOS o

i

e WrLEZIF¥EFFIHRTAIRA R > - HEFZS E L np F @5 0.3-1.0 mg/dL (5.1-17.0

.
umol/L) -

e BE FZ BB T 2 TP KBS - RGO AR R R RS T Bl
0.14mg/dL » 34 #5001 » & 5% & % F %8 ® 5 0.15 mg/dL > F %4002 - & F R e £ k5%
B2 EACE 0 HdG | T001F o R Y T 2R 3 .ﬁ&ﬁ%OOl’ Pl e iR i R B

# % 46 5 0.04 mg/dL > 45001 -

kY TR
001 < 0.1 mg/dL -
002-986 0.2-98.6 mg/dL -
987 =98.7 mg/dL -
988 FAEH oAt BnE AR AR R R E -
999 . @g@;\ R
c Rj&k o
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SSF6 HWiEk R 3
RoefFREFFRZE ¥V E <En£%$=' # - 001-060, 997,988,999

International Normalized Ratio for Prothrombin

Time (INR)

HER A5 8.6

W ékit
TR B R E e 3B P TR INR kB B o

Yedk B e
INR 42 e b iy -

Ho 5 51 :

e Ao frRPERR%ZI ¥ & (International normalized ratio, INR) &_#- % o f¥ n PF &
(prothrombin time, PT) &2 i g3+ 5 o INR E_F 2PTeup| T @& & ¥ PTI 3@ g0t @ o PTH
F MR U PRF A A B R0 RRAEER -
e IF¥EXNFFREARDER o
* INRteZR @ s Y FFRLL > FY FFRAINRRRE - 7 54 MR o F B R0
R g R AR ¥ R ItRER E 0 RS 5 988 -
 FBRIARIIH -ELIFAEfRELSE P ARARE R P A ERT- SR%FE
ENER
e INR® & Nu e € i > v dogi INR=SR A ¥ a0 Il e € 38 > @ INR=0.50] * % n %
¥ a4 o INRehL % £ 5 0.9-1.3 - FINR =53%45% = 050 -
7% T &K
001-060 |0.1-6.0 -
997 >6 & kAR P B B
988 A o @ IR BN AR AR & iRk E
999 * pEREfAAE
s RjteEk
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R 3N A T_F] S R

SSF7 Wik R 3
B 3|FX & & #k %5 #= ¥ * 000,001,010,011,020,999
HBsAg

e 5 8.7

I =

EOTR BRI AR Y BT - & HBSAQ kR etk 0 T YR
bk B et

B 23 13 P S ] 0 e WKeg e

L EREL

o kSRS EEXTE O mL e AL o
 TARHBIEF2BEATBEIELTIRIKERE B RHSGE 0 ZNSBATHLEF

[ EET

000 2 sk E B R

001 s RpEER Y G B R

010 % S T BB R o

011 sk bk S LpFE P EF B RY -
020 s B

999 PR AR
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SSF 8 LR 13
C ]+ X #i8f S5 $ & : 000,001,010,011,020,999
Anti-HCV

T % P A 5L - 8.8

W g
TR B R0 T Y BT - = Anti-HCV(® HCV Ag & HCV RNA) i s i % » 4e i f#

BT EE R
Jodk P eh t
YoFGdp 3l -

o kSRS EBEATE O mLEPaL
c TAMBIEF2MA T BELFRLRA HRBLE  LEIMAA BB

Sk &

000 2F sk mE CAPFER AL

001 |*f W& R g CalTLE R .

010 Bk SIEE s P R CAFLR L] -

011 | fhs i itk i f ) CUTLRA -
020 T S O e

999 PR AR
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R 20 g RF) S L R

W

Lung

C34.0-C34.3, C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS
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T I8 AF L F) G L R

SSF1 Wik R 3
P % 2 223 el ) v B 5 # ) * 000,010,020,030,040,999

Separate Tumor Nodules / Ipsilateral Lung

s P A B 8.1

i gt
B G A IRAR A K el A TR

fedk B ih
AJCC = ¥ ip|FF £ &5 T 4 (satellite lesion) & _T4 "3 F# 5] T35 B R 7 F £ Fh & I Ed + M1 "% pE

T4, w2 T3 T4 A E/)J-}u{— BAF R & o ;s.‘:#%érrT?, T4 {1‘“#‘ G =R N SR 2
WERFORAM > T2 R RIPHRTF], LEHESH: T3S TAERBREREFELFRT FE
ik it o R F B FORDS 30 5 A% e 'e 51+ 2 — > Jfp *Haf s -

afBdp !

o FRZAFEDELEGHL) > BIAS b s G FT hu B A HRE SR E ()
okl L PR B o

o PRLRLET R ()T LT S R R L

o -E?L]ﬁr—]umg' o} wk J-“(})%u) ,g\%‘f‘\,}?ﬁm§g4ﬁ;3,§7,ﬁﬁi£ s B S8 % 000 o

o FREFFEGHEELEZPGEFEL > RMUBREFL LA FEFEELANPGE S L
o BB E S 000 -
YRS | TR
000 |+ iR} BT bR E () -
o« R o
010 | ZLApidehy AW ke & (Hd) B RIFE -
020 | 2o geeny h g & (R) kRl R E -

.
030 (020+010)ﬂ DAY PR RS S EORE) 0 B REER R EE -
040 | A pdeahi RS & ) PR ERE/ZFEIP -

999 .p;,/ff;\ AR
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T I8 AF L F) G L R

SSF 2 BWeER 3
o3 R A %75 # ) : 000,010,020,030,040,988,999

Visceral Pleural Invasion (VPI)/ Elastic Layer

e I B8l 1 8.2

W gt
BRG R L R e A T

Jedk P et

AICC T &k 2 %A »(T2) e 7 "k )= DI ¥ sl g (PLL)fo % &% 0= DA * Weh
%m@Q%ﬂTZ*wﬁb%w%mH"wwrﬁﬂﬁ%%ﬁﬂféi;Jwﬁmﬁ
FERLS20 oh > A2 MELFAE S ER R 27 ¢ & fap R T s T2
A Ppk 2 A S R F B FORDS 32 i A% e g ' T+ 2 - JBER s o

Y EFEII
o AJCCHS L 2 %k ) — B foiilmen® & o %A 9l B SPL:
o PLO MEH R Fleshers B& AN e PR S S o B FlEE
(e A '%2“”%/%1”‘“&“75&?*%
o PLL ®iggixe PIHA 4eslp koo
o PL2 Higize PR A G
o PL3 g ixie DIEE o
o PLORIARZZE L b2 %A > T2 4ph o
o PLI{rPL2AAR & ik 2 50K 9 > fFa 5 T2 5
o PL3RGFH ZT3 -
o FREAFI LA 6T AHER LA ¢ o HE TR R 5 RALRE A 2 G T
PE o st RS EESE A R g R R ¢ o
o ISR RPRBILEL 0 FASHRE f:‘:i;ﬁf? < jie P 4aAb 5 988 -

o VHIRRAT(HEA) Mg Al BN RMBLS  HHBETREF AN B3 € B
,ﬁ% o
Yo | A

000 LIPS

£
o Pl

7 i%_:}fi&;'—r R AT R o

E R IR . L e Sk e (PLO)
BRI R it B
o PR % e A 4 s & (PLD) o

020 | "z ik ge IHR 4 icehd g (PL2) -

030 | " )= 31 EER *4 WE(PL3) -

040 MR R BN T L R ATt o

088 R o AFHFHRFINEET LG

999 | pifr ket A A sE e

010
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SSF 4 Wik m 3
IR = %% # B : 000,011-015,988,999

Malignant Pleural Effusion

e AR5 84

st
c’i‘;"?‘r‘?}'gpl[%it% IESEY S I el R St

1xék P et
B2k & AJCC = 42 i Mla ie b ot Mia e § 8 R 45 o ML B 5 82 2007
SORERE AR E S S L TS R BRI T R Aot R FpE R G

Yo dp 3! ¢
. g*&'%%i,@'ﬁ’““‘i;fﬁv](_&ﬁ* % Av\‘;r’?fé

i Tw’r;

EIREP R AT R G BE o 4o mediastinum ~ heart ~ great vessles ~ trachea >
esophagus -~ vertebral body - carina® = - x> F P& B 5 AR R PF > S F R 2
Y L .]i?!, ’;Stﬁ Koo

VR G B R AT IR Bl 3

mi Bk A EE R FF Fano R (Ambiguous Terms) - Gi4-:Suspicious ~ Probable...

’?L"’E’ A FER R B RN G B A K

. ?pgﬁﬁﬂ? T 2R E el 2l A S e BRF R W TR L% H @ 2R il 2 N
ok R ¥eg 5 000
* MO & 5dhah & 988

Yo | &

000 |+ WAL 2/& meEHALGER-
. 5]355'3?}'1] T2 [J‘E_‘%i ko

011 |TeA B idhat ¥Rk ARFoeSha o ok FHITL ERSHK o

012 Tk R G D G OFR ISR A e Bk A 5 A8 Atypical 2 ri;]/ TR F P R
» BN R o

013 | wme B W%RAET ZEBLVEH K-

014 | fA®idkh ) #RAWAH K ARFeF i o Tk F XSG B K

015 AR h 3 FRAEH kA we B B 5 A Atypical 2 175 TRk Fgﬁ#‘
T_a B agﬁ ke

988 7 * > MO ehiE & o

0909 | pi ke di AR E -
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T e 70 A LTS

DR

SSF5
IR VW P

® e

Sampling or Dissection of Mediastinal Lymph

Nodes (N2 Nodes)

Wi Rk 13
%% 4~ [F : 000-008,988,999

2 A5 8.5

B -k

T b R 2 i (7

12dk P e !
qr‘g' /%]—}\ L’!‘JQ '}\
A FAL

B3
. REMEF

AR S A

g - it T‘»‘"F%t'f%
o EWEBXL |
o .lﬁl‘"&\ﬁPN27 Ja g IR 480

e By ez

ORGSR B

%?Fi"

KE BB

w Fe ”fﬁ }E'Pﬁ R REINETE

) G e v R B & H 45050

LR TRAR S S
7] %245 % 000 -

LY BIE e Fiop (ST AR S
A0 FEMT B AER

WEF o RIS 5 988

Sk T ST BB o doT

HTELSTR M BER L

Level 2 Upper paratracheal nodes

Level 4 Lower paratracheal nodes

Level 3a, 3p 3a:Prevascular nodes
3p:Retrotracheal nodes

Level 5 (Lt) Subaortic nodes

Level 6 (Lt) Para-aortic nodes (Ascending aorta or phrenic)

Level 7 Subcarinal nodes

Level 8 Paraesophageal nodes (Below carina)

Level 9 Pulmonary ligament nodes

7% TR

000 BT ROREM T BBk B B

001 Ptk 2 Brig SOR VA T J'll[%w_%,_ o

002 Ptk e B RURIEH T B2 B R -

003 Peik 8N rm%‘ﬁvﬁe“’)"# TREI3IPIE o

004 Pk B SOREM T B 4B o

005 Pt e BRGEAURIEHM T B OB IR -

006 Pofh N BF GOR A T R 6 B o

007 PR e BRGAURIEM T BT B R -

008 Pk B BRGFEORIEH T B 8B R o
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B 8 g RS

DR

kY TR
988 B e
e | ¥z % g (ICD-0-3 M-8041, 8042-8045) -
© AEFRFEINEEEI L
999 . :}ﬁa)ﬁ%gaﬁﬁzgio
* FRFRIREHT BPRS T RREAP o
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T I8 AF L F) G L R

SSF 6 WeER 3
EGFR # F1 % % A5 B 1 AAA-UXX,VVV,XXX,ZZZ,
999

EGFR (Epidermal growth factor receptor ) Gene

Mutati
utation BE B 8.6

2 pcat -
o4 EGFR R .5 % » MFR B B R & Y i fuR oL ¢ R ILR RIS Aok

fed B e
PO R B R T R RUR B ok o FRR IR TS S aa iR
TR L F

Yo dp 3! ¢

o AFHAEGFRAFIEZ 2% P HATFIRRHALF R FF LI RR -

o WEYEPVHEETHYECFREFZ SR 2 I HBEIAI ERFE RIS FL BT o

. %’%#EGFRLJﬁﬁﬁi‘%%{ﬁ”%‘)ﬁiﬁ“‘“ﬁ’%f"’ fﬁiﬂ’ﬂ’l1”§&ﬁ°

e MHTEIE oD I - AHHESLY-BARE Y- ARE Y ZARE

s FHLUFR-BRE OME TF BN > ¥ ~;E%EJ%FW;’E' REE XA FAREF

W A AR %ﬁ’ﬁﬁﬁ¢ﬂ1\um¢$ 8B Sk o

w4l ¢ 3% 4 % 5 Exon 19 deletion— 48 % % £2Exon 21 L858R R % » %mf§ = ABX -
wl4e2 o 3R 4 4 5 Exon 20 insertion f& R % £ Exon 21 L861Q % % » %#g 5 EEH -

e EGFRAFIZ %% X » 4o+ £

&
®

TR

EGFRZ F1# 2% % Exon 19 deletion® % (¢ 3 % fésubtypes) -

EGFR A Fl# 5 5 Exon 21 L858R % %

EGFR # F14#& % = Exon 18 E709 % % (|4 : E709A ~ E709G ~ E709V) -
EGFR & F]#& % = Exon 18 G719 % % (&4 : G719A ~ G719C ~ G719S) -
EGFR# 1tk % 5 Exon 20 insertion % % (¢ 7 % fésubtypes) e

EGFRZ )4 5% = Exon 20 S7681 % % -

EGFRZ )4 % = Exon 20 T7T90M % % -

EGFR A F1# 5 5 Exon 21 L861% %

EGFRA Fl# ok 5 H s BER B (X 730 it & 52 =8E) o

EGFRA FlHes%k %% 7 2% > LAt P BLRE -

EGFRA Flte % = & R % ©

7 i TEGFRA Flie sk - 2 &% &2 13 -

N X <|IClZI@omMmMmo|O|w|>
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T I8 AF L F) G L R

ks | TR

999 | # avif % 7 EGFRA TR %% -

c 7 EGFR;&W?&%%&%igg@ e FFEARREL A BRALT G R
s Xy teE
)

Sk | R

EXX | Aninsertion in exon 20 of EGFR is identified.

ABX | EGFR# 14k 5% % % I ¥ 3 Exon 19 deletion— #& % % 22 Exon 21 L858R % % -

AXX | A deletion in exon 19 of EGFR is identified.

BGX | Codon 858 mutation (c.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(c.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX | Codon 757 mutation (K757R) in exon 19 of EGFR - (7 & # 2t 5 Exon 19 deletion)

UXX | EGFR# F]#: 2% % % 3 Exon 21} 7K846R % % o

BXX | 2018+# 5% # % % LUL cancer stage4B » 2018/05/31 Lung biopsy EGFR £ F1# % 2
Exon 21 L858R % % » Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL » 2018/12/18 Peripheral blood EGFR & #1# % % Exon 20 T790M %
% » osimertinib since 2019/01/09 -

AXX | 2018 1* # %7 4 Lung cancer stage4B » 2018/01/12 Lung biopsy EGFR # #1# 5%
Exon 19 deletion % % » Afatinib sine 2018/01/26 ; 2019/3/4 CT showed mediastinum
lymph nodes progression » 2019/04/08 lung rebiopsy & #1# 2% = Exon 19 deletion %
% % Exon 20 T790M % % - start osimertinib on 2019/5/16 -

VVV | IR 875 % 0 5 48 > 2P AP o8 iy SEEGFR(H) A 5 AR M e k47 £ -

XXX | » No mutation on exon 18-21 of EGFR is detected.

e EGFR mutation unfound.
777 | 7 £ TEGFRA Flie sk » 3R L fy i 5 &% H|3 o
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SSF7 Wi R 3
ALK £ FlE =% # S #5 $= [# * 010,020,030,999

ALK (Anaplastic lymphoma kinase) gene translocation

B E W AR 8.7

W ékit
ALK REEE 0 N RRBER Y R PURE ISR LR BRI o

J2ék P e !
PR REER R B R bR B SRk E AR o

BB dn 3!

c AMFEEREGALKAFLT X% 2 HRAFIREHARGFERF LI RE -

© BHYEFEPPRETACALKATIRES S 2 A ARE KRG ERRAS T LR
© FRAALKZ GRFLBF AR BB ELRFRLHBW - B 7 5B

kY T &

010 ALKA Flie sk e % > F 2% o

020 ALKA s % » B R % -

030 7 FALKA Flie sk o v it % &k 25 o

999 e A A EFALKAFIR R % o
© FALKAFIR %KL Fho LREALREL > FOBRLTF R
. g gk -
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59

Breast

C50.0-C50.6, C50.8-C50.9
C50.0 Nipple

C50.1 Central portion of breast
C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS
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R e S R A

SSF 1 WeER 3
B ek 25 MR (ERA) 45 # I © 000-100,110-111,120-121,888,988,

999,100-199,S00-S99,W00-W99

Estrogen Receptor Assay

e E A8l

W st -
h B R REI L TR AR R RIS

e 32 g i
e 5 B e R R R TR L dy e

-1

AMF TR G REAEL A 0 R
F 0 S 5 988 -
RAIY - BEE A% - BORIEAPERE - - SRkt § R B RSB EFLRE LR
Flit g BRGERKRSR S : SHBEE o €453 BE AT EF T LAy oo Boo] & Meunf o
PR A RS fE S 2 Y 0 A B G ERF vt ) 2 Allred IHC score - 3 ik 47;:}}%12:#’12% Hrde I e
KA %2
ERF ' bl = 8 » B/ = X w3 4o !
* % - 4 4 intensity of staining: S (Strong) - | (Intermediate or Moderate) - W (Weak)
YA E| AN A WL BN+ 3 A
*  H- ~ZHENEAERF BB
c Gldrl:iomEERHELRE 0 AR(F )W A S 100% 0 Al %eE 5 SO0 -
© B2 pESFLKHHESH L AR(R I )RR S 1% RIS S WOL -
* FREFRLAENTRG Y FABE o PESER L ERF BB e
Allred scorex = 75 > i d 2 1 + P 47 @
e Allred score % 3t %05 & 4 #ic(intensity score » 0-3)¥2 ‘w2 b (] 4 Hc(proportion
score > 0-5) A F 4r BT % 2 Held  F Ao A B 0-2AR G IR S o B 3-8 ARG
M4 o
* % - A5 A ELA R (intensity) o ik H % & A W/4E 4% S (Strong=3) ~
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 31 5.=0) 4 %] i* £ 38 ~ ¥ ~ 334 ~ m 5L o
o % ~Z %N & el bi(proportion) o & H Hr 4 ke e vt ) (positive cell %)+ T Lo
Bl e R T AR A
©  Bldrl:opI4R 2 4y it 5 ERAllred Score=8 (3+5) » 1 % — #6 & 3 %ufb S~ &
I NZHE %D %G s 84
©  Bl4r 2 pILsF 4 4 it 5 Estrogen receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score 0, Allred score = 0 P'] 4 #5
% 000 -

h

EpILAR 2 T 0 @ £ 0ncotype % it (7 ER# i)
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R RS SR

. %’:]}%fﬁ % I Allred score » 7% 850 H 2 BL5% B 87 fm e 1 G| A BcPF o BT
7 P Sk -
e Allred Score=0 > %#5% % 000 » [£ 4+ o
o Allred Score=1-2 > %% % 120> [&1+ - ER & & ]2 P o
e AllredScore=3-8 > %% % 110> B > ER F B\ &% B7 o
e NMIAHKES AT RBEUT HRBRBAES D ¥ - BIEWE B ¥ ZLEAT R Z 8L
Tt EE AR
s RENMNTRFG RREEE R R BAFSEER R EKE 0§ ER R A R
P PR 4R R EcE o
o FRFEZF REICIESINCEILAEL o L RFE IV BE S 0 Ry R
BN A BRI 0 BlAE SRS IV EKE o
c G I BEBEAFL > PARKSGEBBELES: c FHELEEREF ERF R
P2 Fg AR > Bl A ER F BV b o
* R ERF vt ) 2 Allred scores® & pF » i A fF S H B 2R L 5% o FAR LS
epF o BB LHEEERF BV b o
e FHIWMEY CH-RFELBZET IIBEEAVIEFELRE J‘J.i,?,fﬁ-‘l?l‘,%},%vgfgfs
EE
5

5

% 1p

‘3\

PR AR R ILAR S 2 B
o SR S H- RPLBEE Wﬁﬁﬁw?ﬁ%ﬁﬁﬁwﬁﬁﬁ’w%i%
BoF Jort bIEE 2 o -
o FAREX IR ER Hﬁﬁﬁ PR B R IRaR L 2 BolE 4f e
s FHRTRRAETG FOPBEE AVIELE E'J#ﬁﬁé—b’%‘g%?ﬁ vt blE g R4 &
(3
e BXWEMILEBERREDESBETORPISE LA FEADE R L BKE 0 PIFES
R Kf )]% PR L 2 filE 0 RypHk SR EH %‘nzﬁ, w111 A% 5 121 -
* AT DD R EE QNN ARy g SR RY%AE S 888
s FREHRFBEAMELIHE AR *“&m%’ﬂ B iRy H BB LT A o
. 'E}]% PIRE P g2 F BV NN ERRE o RFESER E -
e % intensity of staining 1 % & & i (b]4c® %-35 %) » BI4E & intensity of staining # 8 iﬂz °
e 4 &k intensity of staining E ¥ > LB F B BB z’v’v.yla‘aif'l_ﬁﬁ% SRA L RGO RL L
H intensity of staining & o

ER £ B+ b

Sk T

000 ER 0% o

001-100 e fmTEAR L ERE et bl A R(L )RR AP F o
S00-S99 54 % ER F st b o

100-199 ¢ 42 ERF 6] o

WO00-W99 | 334 2 ER ¥ i+t 6]
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Bt TS R

Allred score

0 0 None

w 1 Weak

I 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

. e > et (]2 oo
10 *  Allred score &4 3 3-8 » » A P 5+ Intensity 2 Positive cell -
111 Wy o Ep oty S
120 e e

e ERF BRI H<I%(F#HLF % A)-

e ERF B GIAP T o

e W& 5 ER()-

e Allred score ¥4 it 1-2 & » A P 5+ Intensity 2 Positive cell - -
121 W o Ep o Rt iy S .
888 WML nlcEd IAEE B
988 FAEHE o

« 12 Oncotype % i& {7 ER &kl 4 -

*  Phyllodes tumors (ICD-0O-3 M-9020) -

»  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
999 P FERBIEFIHGE

. )%/ﬁ‘%;‘a Lo

o Ak o




R e S R A

B

Yok * b

888 BEWphm > P A LEREME  AFESDELLCE LR 2 &K R
Feu vk o piie 2 pIEAE S L ERBB P 25% -

005 ER positive < 5% -

095 ER positive > 95% -

010 HILr B 4FE ER B G 5-10% o

S98 PRFL 2 ERE S wE > ERI8Y% -

Wo01 PRS2 HERHE 534 ER1% -

W85 F o B 5230 7 B < core biopsy 0 g 324 2 45 i IHC study: ER: positive , 85% of
tumor cells are weak positive ; 3 I ¢ 3F % Fe #] %)% F1& 4 £ £ £ X core
biopsy > J5324F £ + 45 i IHC study: ER: positive , 70% of tumor cells are strong
positive.

185 F R 1B 5830 v B < core biopsy 0 % 324 2 45 i IHC study: ER: positive , 85% of
tumor cells are weak to moderate positive.{s T ¢ #F FIRFIF R FlE YRR AER
core biopsy - 532 3F £ F 45 i IHC study: ER: positive , 70% of tumor cells are strong
positive.

S84 5L R 1 % o5 I4% 4 49 i Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score = 8

000 B P pEFL ks ERO% > 328 £ fnfk (s RS mEFL H it 5 ER

Negative o
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R e S R A

SSF 2 WeER 3
3 MWk £ < WRBI(PRA) %% # ) 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99
Progesterone Receptor Assay

B B 8.2

W st -
FedF i R ILAR £ AR RIS MR

e
P2
W
4
(w
i
3=

e 32 g i
e 5 B e R R R TR L dy e

YoFGdp 3l -
s AFEFHRUBEELLL FB
¥ 0 B %rs 5988
© RPIY S BET fH%K- BEREASPRE - LTREt ¢ RRBROHEBELEE LR
Flot g BRAPRIERSE SHBIEE > 455 BREFEFE A ok Bl A Eehing o
o WA A S 4 U 5 PRE Y B & Allred score - gik o ILAR 2 frds i e 5
o
* PREBWHEZ BB @ o™ !
* % - 4 4 intensity of staining: S (Strong) ~ | (Intermediate or Moderate) ~ W (Weak)
YA E| A A WL IR+ 3 A
* X ~ZHBELAPRERESH
c Gldrl:iomEERHELRE 0 AR(F )W A S 100% 0 Al %eE 5 SO0 -
© B2 pESFLKHHESH L AR(R I )RR S 1% RIS S WOL -
© FREIFLEMTEDE P ALEL o PESITERL PRF B2 -
* Allredscorex = 78 > % fB i 2 3 +#H_P 407 ¢
e Allred score % 3t %05 & 4 #ic(intensity score » 0-3)¥2 ‘w2 b (] 4 Hc(proportion
score > 0-5) A F 4r BT % 2 Held  Fhe A B 0-24R G IR Se b o B 3-8 AR G
Bt o
* % - B A ELA R (intensity) 0 ik H % & A W4E 4% S (Strong=3) ~
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 31 5.=0) 4 %] i* £ 38 ~ ¥ ~ 334 ~ m 5L o
* %= ~Z R4 fmre el ) (proportion) v ik H 1 fm Rz v B (positive cell %) F T f2
I EE R LT AR
©  Bldel:mILdR 44y it 5 PR Allred Score=8 (3+5) » I % - £ 12 3 %f% S~ %
Z NS5 %MB L 84
*  Bl4e 2 HIZsF 4 5 it 5 Progesterone receptor: estimated proportion of tumor
cells score 0, average intensity of positive tumor cells score 0, Allred score =0 B
Y% % 000 -

h

] :Jéf‘aiﬂ':s*ﬁ 2 33 > @ Fu0ncotype k i 7 PR iRl
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RE RS R

*  FREFTAEL R Allred score > & iz (7 fmie 1t G2 R A BP0 R RTT
7 P Sk e
e Allred Score=0 > %#5% % 000 » [£ 4+ o
e Allred Score=1-2 > %% % 120> I > PR & B )% P o
« Allred Score=3-8 » %% 5 110> 5+ > PR F B\ 6|2 PP o
e NMIAHKES AT RBEUT HRBRBAES D ¥ - BIEWE B ¥ ZLEAT R Z 8L

RS R LA

1)’?’? Wiy RREHE R BARESEEE R E&E > § 1K A i Pl
P PR 4R R EcE o
el RN r@ BN RIRE L P N RE N EE S R kY0 5 R
BN A BRI 0 BlAE SRS IV EKE o
7S BEREARL BARFSGEBEELES FHRL LSRG PRE B 52
o B MEE > Bl BLIFEEPRE B 5
e pF 5 PRA &t 5] 2 Allred IHC scoredp 4 p% » iR A fE - H B AR 2 % 5% - B4R 2 2
% 4p ke BF 0 BB AR HPRE bt b o
FHIERBY CHE- R 2 B2 %7 S PBHE A VL J‘J.i,?,fﬁ-‘l?l‘,%},%vgfgfs
EYE
K

Ritad

B % B RE AR B IAR S 2 ki

SaprET LH - B BEo % Wﬁﬁﬁw?ﬁﬁﬁﬁﬁ”%ﬁﬁ’mﬁi%
ek R Gl 2 ek B o

FABS SR Wr SR A 0 R P RILAR L 2 iR e

s FWRTERLZDEMRLEBE RMBELRDORPESLIA FEDELR T LK
B0 RIF &S p IR L 2 HlE o AR I LSS 5 111 IA 1R S 121

o EFmEPLBRT BB LM SRS BELHBEE B¥%E L 888 -

c P BRERIRSRAELIEME WA HER > PIE R RKELE R -

* FREFL L L F B HINHERE 0 BESHERRE -

* % intensity of staining 14 % B 4 i (G]4c® -3 %) - R4 & intensity of staining R

. #ﬁfsrmtensny of staining . » LFBF ot b F FupILAE L G RA 0 RIS A
H intensity of staining i o

PR 5 i+ b

Yakh &

000 PR 0% -

001-100 P REEFL PRE B )0 @ L R(RE)AEAP T o
S00-S99 B E PRE BB o

100-199 ¥ AE PR K Do

WO00-W99 |34 % PR &~ gt i o
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Bt TS R

Allred score

0 0 None

w 1 Weak

I 2 Intermediate
S 3 Strong

00 0 0%

120 1 <1%

06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%

. e > et (]2 oo
10 *  Allred score &4 i 3-8 » » A P 5+ Intensity 2 Positive cell -
111 Wy o Fp o Rty S
120 R o

e PRF et 5|<1% (3 %L d 5w R) -

e PRF BaMHIAP T o

e &7 5 PR(-) -

e Allred score 4 it 1-2 4 » A P 5= Intensity 2 Positive cell -
121 W o Fp e Rt ey S .
888 WML B IAEE B
988 FAEHE o

12 Oncotype % i {7 PR iRl

*  Phyllodes tumors (ICD-0-3 M-9020) -

»  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
999 P FERBIEFHGE

. )%/ﬁ‘%;‘a Lo

o Ak o
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R e S R A

B

Yok % ol

888 BRI RT P A S PRIFIL > LFREHFEMFingk o 2 BRIIVFIL
5L 5k o EIS 2 IR 5 PRI 25% ¢

005 PR positive < 5% -

095 PR positive > 95% -

010 HILr H4E 4 PR E 5 5-10% -

S98 PRFL2ZHEERTE %S > PRIB% -

Wo1 L2 Bt 5% 0 PR1% -

175 FU R B 5230 v B < core biopsy 0 Jm 34 2 4y i IHC study: PR:positive , 60% of
tumor cells are strong positive ; & 3 ¢ 3F FIRFIF R % % & £ =< core
biopsy - JzIZ3F £ 45 it IHC study: PR: positive , 75% of tumor cells are
intermediate positive.

175 FU o 1B 5230 v B < core biopsy v Jm 34 2 4y i IHC study: PR:positive , 60% of
tumor cells are strong positive.{s T ¢ 3F FIRFIF R F1Z 4 £ £ XK core
biopsy > J5324F £ + 45 i IHC study: PR: positive , 75% of tumor cells are morderate
to weak positive.

110 TR B R opIL4E L 45 i PR 5 positive, Allred score=7 -

000 BEr P REFLRHEPRO%  FHX I Fskis NS HERLHE S PR

Negative °
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R e S R A

SSF 3 WeER 3
L RTY STRR P %75 # ) * 010,011,020,030,040,988,
990,999

Response to Neoadjuvant Therapy

e i 58 1 8.3

et -
REIMRBERE IR D ESISRE IR R -

Jcék P et
S T A S R e X

Yo dp 3! ¢
o WHEFwRFRIPHFHENPFEAGERT - X p w0 BM R ST w s g 2 ot S 3
ey o LIERFEET T ¥ :}&L&frm" PR RE  — R R LR et 5 ik

% -
1 pCRz.#h » H o Hod R JE 2 pT ¥ Y Tgfja?&gfﬁ | ’rj%?:ff?afﬁj SRR W I
FRRF RS A ERRF L 2 K IED B BRHRTRA LT F TR RET R

i

EOpIRAR A G E A8 0 AT R Y IR vk s o

bl4el t o o ILAE 4 4 it 5 Treatment effect (response to presurgical/neoadjuvant therapy):
(1) In the breast: Probable or definite response to presurgical therapy in the invasive
carcinoma.

(2) In the Lymph Nodes: No definite response to presurgical therapy in metastatic carcinoma.
F R AR T 2 ¥noeadjuvant treatmentF x4 o0 & E d U IW AR 2 B it ) 2
VEER L XD IV ER & Ak 2T SRR LS

G 42 :ffs B B4~ 2 drPFbreast sonosk £y it AR < o 5 2.32 4 > noeadjuvant treatment
s £ HEZXMRM R o fi5is Iﬁsi‘"frﬁ $7 it 4cT :The size of invasive carcinoma: 3.5 cm.
Treatment effect (response to presurgical/neoadjuvant therapy): (1) In the breast: Probable or
definite response to presurgical therapy in the invasive carcinoma. (2) In the Lymph Nodes:
Probable or definite response to presurgical therapy in metastatic carcinoma - ¥]noeadjuvant
C/Tistumor size® « » &2 d JHILAR L 4y W 2w F1f 2 2 fre > B PRk 1§ %5
Fr SR iE 2 fran s e oo

kY3 &

010 Clinical complete response(cCR) -
:JI%IE‘;‘;*? 2 & 5 Pathological complete response(pCR) -

011 (No residual tumor ; no invasive component in breast tissue and lymph node > NO(i+) 7= 2
% pCR) o

020 Partial response(PR) ; Moderate response -
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R RS SR

kS K

030 Stable disease(SD) ; Minimal response o

040 Progressive disease(PD) ; Poor response ; No response o
988 FIEF o

o RFIFEFWEMERE
«  AMFIN

990 RS AR s R BARR AR HEP -
999 o FEFEHEBILR 0 RFRAP o

« R AEPA
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R e S R A

SSF 4 BER 3
FE M S kP %5 # ) * 000-089,988,996,999

No. of Sentinel Lymph Nodes Examined

e h 5 8.4

W sit -

eE B RARBI T S R Sk Rk

fedk B

LESEY TN i E

afBdp !
COREET LIRS L] R A T b
© AWEEERIAHTRRALTR AT ERT B R

Pl dE o s 55988 o
BT S S R B

B AP (BT A #2147 o
o EWREIHEHT ’l’ﬁlﬁ*a\iiﬁﬁ: /F,y\j\,mgf‘,, & 17 ol o

kG TR
000 P EEe T B e
001-089 | i=F "Fiw &2 vl Z = ¥ P 5~ o
988 IR B
aos | T PEL A TN A e den 3
s EFEAANAWEMBT LB LREFLY APRHT Lo
999 G ERBIEFRE
o Ao
gl
Y S ‘;% B
001 PRl kAL S BT SRR I}%E“’ 32 kit 5 ¢ Sentinel lymph node, "1",
axillary, right, resection --- Metastatic |nf|Itrat|ng duct carcinoma (0/1) -
'R BEEITEHT EB4 H i ILsF £ 4 i 5 ¢ Sentinel lymph node, "SN1",
996 axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue
find (5 32 te 1 & i = 2 %)
T HRBEEIWNEKT S ,3_9_.?%‘&»%% @IP’}F F# it % © Sentinel lymph node, "1",
996 axillary, right, resection --- Metastatic mﬂltratmg duct carcinoma in soft tissue (532
Wa M~ s i softtissue 7 Ak wie & )°) o
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Bp it g LA

SSF 5 BWeER 3
BT BBk %% § ) © 000-089,988,996,999

No. of Sentinel Lymph Nodes Positive

e F A5 8.5

T gk -

B ERRRZAEHNHT SElER

Jxékx P e :

Wk iR & T e R o

B dp 3 :

o AFLEHEBAEHT ERAZFTARBHT BOELPFATIIN) B HT B2 R

E ’}‘7}7}:@’\35

ERHD RS R T SRR HD (RE A5 #2.15) -

o FlE T %5 isolated tumor cell (ITCs) & §° P » J& %5 % 000 -
° ‘Jl”ﬁ AT ISR .f‘:‘i':—i/’{#‘i"—fg S ERE RIS iza-f«,s ol BT S A —'Jg ~Z R "FL # 4
Ty R e EHKT :é‘—;-izrifﬂgf v P ¥ 75988 o

Yok &
000 e RpwWEHTRIERRE -
* T %5 isolated tumor cell (ITCs)& )= o
. %’%EHE?’ PEAEHT B RpIREL Y AFRHT B A2 RN
FARE R e B o
001-089 R EREZ B RTS8 p E o
988 FAEF o
996 * RhE! é‘&;“vﬂ'—,'iizﬁtw.‘é’ﬁ?ﬁtﬁzg L 2 = S
. %”?Eﬂ?ﬁi? PEABHT Pk HIEFL P AFRHT Befo LR
AR R e )0 o
999 o AFEAWNERTRELTFHRES
© REAEL
B
S5 * v
000 FPRBEREIWE KT .f‘:‘é,f‘:i.f‘%‘iﬁ’»fi I;s 1@ 3R 2 f5 it % @ Sentinel lymph node, "1",
axillary, right, resection --- Metastatic mﬁltratmg duct carcinoma (0/1) -
'R BEEITEHT EB4 H i ILsF £ 4 i 5 ¢ Sentinel lymph node, "SN1",
000 axilla, left, permanent section of frozen specimen --- Unremarkable. No lymph tissue
find (5 32 te 10 2 i = 2 e 5)
PR R A M T Bk HopIaRd &b 5 ¢ Sentinel lymph node, "17,
996 axillary, right, resection --- Metastatic |nf|Itrat|ng duct carcinoma in soft tissue (732
WM~ Fes o i softtissue 3 A wie &) o
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R e S R A

SSF 6 WeER 3
Nottingham & BR &4 #ic/ 5k %5 # ) : 030,040,050,060,070,080,090,

110,120,130,999

Nottingham or Bloom-Richardson(BR)
Score/Grade

e I 55 1 8.6

375

33l

BFIRX # % modified Bloom-Richardson - Scarff-Bloom-Richardson + SBR 4 & -~ BR 4 % ~
Elston-Ellis modification of Bloom Richardson score ~ the Nottingham modification of Bloom
Richardson score ~ Nottingham-Tenovus ~ # Nottingham 4 ‘& o

Fe g erhRg B0 i 7 0T R R 1 (a) Bloom-Richardson score3-9 (b) Bloom Richardson
% %% (low - intermediate - high) -

BR 14 &;@@{3-9@ o A D FIPR R RS R 2 e R e A R (T e
A B N T A B s R e A BRI R TR e 1 0 S A0 e A B o TR 4
Bk ;uj H c‘ - % % (low - intermediate » high)m % ¥ #k3 > 7 & FB#TE 3 prigfg &
A da (=

FRERL L EE AR TR L PSR G E -

B R RBREA R

Bhk3 LLS wERISR(2 2D KEREISR) > BlEY (5% 7 BR scoremfs » 7 #
* £ ks 2. BR score °

S F5 K

030 KA

040 4 5 o

050 54 o

060 6 & o

070 A

080 8 & o

090 94 -

110 Low Grade » BR grade 1 -
120 Medium Grade > BR grade 2 -
130 High Grade - BR grade 3 -
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PR L ILE L A ERE I 3

988 A e
*  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -
«  Phyllodes tumor (ICD-O-3 M-9020) -

° },%! fi[% o
999 o ##& BRgrade 7~ & BR score -
° 7‘ 33’— o

° }%)ﬁ'%gz—:;\‘ o
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R e S R A

SSF7 LR 3
HER2 £ % &3 ' £ 6o} Bl %75 # ) * 100-103,200-202,300-302,

_ 400-402,500-502,888,900-902,988,999
HER2 (Human Epidermal Growth Factor

R r 2) IHC Test Lab Val
eceptor 2) IHC Test Lab Value Bk BB 87

gt -
AR LB ._E'_ ok iv B x Arp| 18 HER2 2. F Sk #icie -

Jcék P eh
TR inRERELITE 'Z:‘JI)%»

LS EE
o AMPEAFSHER2AE BRI B2 PRIEE S S BRET g VR we L300 e §
7 HER2/neu # %] & #c o
e Wk BEFRIEBRE EHFLPITAFINAETL > KRB -
e HER2%&L & '*‘F it B> % ¢ 7 ISH (In Situ Hybridization)2 IHC (immunohistochemistry) -
ISHF 2% #icie cnif L g B U FISH¥E B2 % 5 2 > CISH=x 2 » 5. 5 IHCH& Rl % -
Al %’IHC%,EJ T5 L2+ % )@ Bers 5102 BAFERSFATE 7 FISHS 2 s &
BIFRE o AR AFISHE B & e ppF » 4 7 %5 5102
AR2: g 7 5 IHCH Bl S % » BFISHE H & % ppF > BB L %5101 103 -
Gldr I BREFAA I FRAE - PIHCHR A3F 2 S Her2(2+) ) ¥ - (»IHCH& 4 3F 2
Her2 (1+)® & FISH¥&p| » & %#g 5 101 -
* HIRIEMUT iE R AR E
o BRBRERERE T RAPE BAESERRIEE  F R RRARKRPE T R
R R
o FRELG REINEIES IV B L B o RN Bl S b Ry o g RIS
W%’xlp»d‘ﬁ/? C R SRS IN B -
e H-3fraBr iH - REZBEET FEFLE iﬁ*f%@%ﬁ%ﬁi&«’ R R Af oD
RILFL Bk S L BAFEFISHIR RIS % > CISH= 2 » £ H =0 5 IHCHRl% % -
o SHMMBRY LE-RELBRFEF SLKRKERE UBERKREL L BAE&FISHIE
BlE% > CISH=z » L 2 =x ZIHCH Rl &% -
*  FEAEX ISR Wlﬁ»*””%ﬁ*ﬁ‘k SRR E LB/ SR TR
s RBEXDERLEVRKEL B ttdz 2 s fFEE ﬁv*)"‘% Rt HER 25 £ 12
equivocal > JidE 45w F s A 2 BB i iE o
° = a0k HER2 5% 5 A1 ~ equivocal 2% 34 £ 0 375 % H"’ AL R is 2 BE S
MPE o S 5 888 o
o FaHMIskwm HER2 ¥ % 5 151 ~ equivocal &4 Z w $in ko AL ik S 2 HiE 5 14
M8 5 equivocal > JEAR G A1 P B AEEFISH #B% % »CISH=A 2 » L #=x % IHC
WRlE R o Fiohm S iRl 34l o R mE I T R e
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R e S R A

e p 108y UrEA=2 %k > H HER2 ¥ 2% 3F 2 % %35 ISH (FISH/DISH/CISH)# Bl % % > &%
& & 500-502 5 37 v 4F 4% = 200-202 ~ 300-302 2 400-402 -

YoF5 &

100 IHC, 0 (negative or score 0) -

101 IHC, 1+ (negative or score 1+) °

102 IHC, 2+ (equivocal or score 2+) -

103 IHC, 3+ (positive or score 3+) °

200 W100-107 Z4rE R xiér > p 108 Z%TEA22 BX7A* o

» CISH, negative -
» CISH, not amplified -

201 ¥ 100-107 2 4%rE ki * > p 108 L¥TEA22 B X7 i * o
» CISH, positive -
» CISH, amplified -

202 ¥ 100-107 2 ¥%rE ki * > p 108 L¥TEA22 B X7 * o
CISH, equivocal -
300 ¥ 100-107 2 ¥%rE ki * > p 108 L¥TEA22 B X7 * o

* FISH, negative -
* FISH, not amplified -

301 W 100-107 %7 kg > p 108 B %TEA22 BX 72 * o
* FISH, positive -
* FISH, amplified -

302 W 100-107 Z¥rE B xiet > p 108 WTEA22 BX A ¥ o
FISH, equivocal -

400 W 100-107 Z¥rE B xiet > p 108 B ETEA22 BX A ¥ o
Hv sk o Her2 154+ -

401 W 100-107 erE Bxig* > p 108 LA 422 XA F* o
Hv e o Her2 B4 o

402 W 100-107 v Bkig* > p 108 LA 422 BXRAF* o

H v ¥ 5% » Her2 equivocal -

500 * ISH, negative -
* ISH, not amplified
501 * ISH, positive °
* ISH, amplified
502 ISH, equivocal -
888 o T MRS HER2 te 5k B d FAbdd 5 E 1 o
e maEMILKE T HER2 ¥ B 0 oS HER2 Bkt i 5 1 {4 -
900 Her2 154 > B v ks > N thiate s = 34 7 %o
901 Her2 (514 > B v 5% > N ehpeiesk = 387 3% -
902 Her2 equivocal » H v 5% = ;N & ate sk > 47 3% o
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D L = 3 L

kS K

988 FAg
e Phyllodes tumors (ICD-0-3 M-9020) -
»  Sarcoma (ICD-O-3 M-8800-8936, 8940-9136, 9141-9582) -

999 s FFERRIEAZIHSA
Y N
e A Pl

B b

kY % b

888 BR¥Wokw 7 P HRAIHCHR AIFE 5 Her2 () A7 w HMH 80k 2
SR EIAVEEI s g HIEAEL 2 IHC AR 5 Her2 (34) -

100 BEx>sFkmr P IHC & A3 2 5 Her2 (equivocal)s £ 74 =% o 41 &5
R 2 RAVE G S g HIRARL 2 IHC e B4R 5 Her2 (9)

101 BHEFE P A IHC #8484 5 Her2 (2+)  FISH(+) » 2 542 % fark st 5
FATHE IR 2 IHC ig B4R+ 5 Her2 (14) -

102 BxEG > S A IHC % 4472 5 Her2 (2+) -

300 B AFI07T EBEL N B inh > P A IHCH 4482 5 Her2 ()& Her2
(equivocal) » L Fd < m FE I Finfk > 2 (S L BX gL e G I TLAF
27 FISH# 442 % Her2 (-) -

302 IB;'”*‘**“” R 107 # Z ¥ 5 5 B &% LA TE= ;*ﬂfﬁar HILAR 2 2 IHC & & 3%

% Her2 (2+) > ¢4 4 FISH % 4 424 5 EQUIVOCAL -

500 n[ﬁf“%[&] 108 # L 4T 5 S B v 7 P4 & IHC & 4R £ 5 Her2 (-)& Her2
(equivocal) » & {7 4% 5 o Fll i B > 2 8L HEAVEILT 5 i LR
42 FISH#% 24F2 5 Her2 () -

502 BEWARIB ELE L /o 5 BX %“’“‘f e LIS *T“Tm:ffilﬁ’—_iﬁ%i IHC #
%472 Her2 (2+) » 14 4 FISH % . 4¢ % 5 EQUIVOCAL -

501 BEEF>PRAEIHCKR A4R2 5 Her2 (2+) FISH(+) B %X w E M 0%k 18 o

FHRAFVEPS S o epInaE 2 2 IHCH A4 2 5 Her2 (14) -
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R RS SR

SSF 8 WL 3
Paget S $f § ] © 988

e ¥ 5 5. 8.8
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A= S E A

SSF 10 LR 3
Ki-67 %% # ) © 001-100,988,998,999
Ki-67

T % =55 8.10

T gk -
Fe s R op IR L TR R Ki-67 2 % % o

Jxékx P e :
FR R Rinh ek BT 2 kg -
S 47 31 ¢

AP TR G RIAEL Y R B i AR A o

" KI-67 He k2 B E P~ Flic e ET o

o Bldrl: RIEARL e Ki-67 G 14% 0 s 3 014 -

o B4 2 HILF L st Kis67 5 8.6% > s 3 009 ¢

R AR LT SRS B A 4

. 7ﬁ?ﬁ%%$%§*&%0

© RBEHRERCETFRAFE BAFHRRBELEE ) §RBHRARKRF 2T LR
w@&m%@

PRl g RS e B N Cm IR AR 2 B o RN BE S b R 0 g ROE IS

r#\xpdé/? » PR IRl o

B-oprdgr S8 - RazZ BREF 5 PFR P IR R I S WA
FHILAFEL SRS L .

%ﬁ@%géﬁ—@%i%%??%i%%é% Feifp R 2 VB 2 B o

© FABX AR W P AE o Rl VR ILAR L 2 RS

. %@ﬂﬁéj%&1*u&@ﬁ#’mﬁﬁﬂ$ﬁ°

FRILAFL L R N AR RE R o R E Rk yp BB A e

37

&

001-100  [zz§ p3LaF £ Ki-67 cvf &1t o

988

7 1E * oo

* Phyllodes tumors (ICD-0O-3 M-9020) -

Sarcoma (ICD-0-3 M-8800-8936, 8940-9136, 9141-9582) -
hiue FfT S g iﬂ!fﬂi’ﬂ/ﬂ\”e‘w}fﬂ IRLAE -G 235 N

998

#);*g‘ag,fg_'ﬁ/\ptxps °

999

PR RRIAERET -
AL e
2 ek -

115



LR e ) L A

TR

Cervix Uteri

C53.0-C53.1, C53.8-C53.9
C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri
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EINEH T TR

SSF 1 WL R 3
SCC #Lf 5 & %A% § ) * 001-988,999

Serum Squamous Cell Carcinoma Antigen
(SCC-Ag):Lab Value

W E 55 8.1

gkt

BHF P ERRBENF RSP T 3B P i SCC-Ag ik F -

J<ék P h

SCC-Ag #:% iz + § i fpic 7%k 2 {8 hE & F]+ o

Yoo dp 3! ¢

c APEFHUYEFRILFYEFRAKRK A BE NHRFREIRK I RRE

L E VAN L TR > B8 B T AL SAB

o iRPpT KRN Ny N NPT e LY R A #+SCC-Ag (™ng/ml 3 H )53 & > blde 1 5
B 31 7 P FSCC-Agh B & 57 (ng/ml) » Jis %#8070 -

e HAFi=SCC-AQtesk Bdw $£7 » T B3 /| #cBh{S — = ¥fg > »[4-SCC-Agie B & % 7 "F &
50.14 ng/ml > f5 445001 > EH o E% 7 = #iE 50.15 ng/ml > i %5002 - & % SCC-Agt %
R P ERE > B ) 200K 0 RIAE T v T rE o BHAE00L 0 |4-SCC-AgHk % 5 %
F = HciE 2 0.04 ng/ml > & %5001 -

* F i "“*#x# Ripf BRI A NS rREL R ALY o R Y FP TR I RRE
R

o FHENUIRL GRLEE P T A AKKRE > PSS 5988

* Pff‘« A fe Y B v R 2 ’Jf]lfx%a # % (M-Code gbv%]i'ﬁ % 8050/3-8084/3, 8560/3) » 4 :
PR A T F R 0 05988 -

YnFB T &K

001 =0.1 ng/ml -

002-986 0.2 - 98.6 ng/ml -

987 =98.7 ng/ml -

* lE?r °
938 * FEFRIH )
C R RTT I RASEALBRRLIRRREY
o LR B e R ALY &M iR E

999 COpERERAE
* Atk o
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BRI ETFT T TER

SSF 2 LR 3
SCC #uk %% # ) * 010,020,030,988,999

Serum Squamous Cell Carcinoma Antigen

(SCC-Ag) : Lab Value vs. Normal Value

e B 5B 8.2

W ékit
T T ER R BRI E KR T 3B P F SCC-Ag ek F En f EenL R oo
J2ék P e !

FRILRE TR I TR R ORIFEALE -
F RS a T wme B ke i SCC-Ag BE BB EARRIM > 80% ok R Bk 0 2
SCC-Ag EEIME # + = o SCC-Ag " this B ¥ 7 M IF 5 [nf 222 J 18 L Behy »adpthe

-1

SCCHLh th o i L& 45 B F LTl h » TR ALFERFRFYFLIE 07§ FH

T B R (65 R

R L R AR D IR AT AR TSR o

% R SCCHL R Ha B B,k /A LR § kB o

ﬁﬁw;?uéﬁff iV EFEFRARR A BRe TR R FRELIRR D RRE
¥ ErR b&kiifvﬁ—/\?\;}vé SR B Bt P kg o o i }!,Lﬁﬁr’fg_f;jl:i

P % 75999 -

EBHEALC SRLEFT AR T B ek E o PSS 5088

I

© FBEABRELR SR A EfRE LA F Y R PRS- A R%RE
© FIYFERBBENE RSHDIB PRGBS FSCC-AgE 0 45999 -
o mBAIE R BER e R & B UR 2 B % (M-Code 25 8050/3-8084/3, 8560/3) » 4r
FEHR R T T FE R RE988 -

Y75 &
010 i % ¢hi F SCC-AQ fe ok 12/ % 01 4 {8 -
020 L%‘*mg.,%SCCAgiﬁ'ﬁé;mf#r%/J_#’@i;J}#ffa,up\o
030 i % e /'%‘ SCC-AgQ e s 5l B 2 FE T E Al o

! 1&’# °
088 © FERHRE-

SREY L EAS FE LR SR B L E R

© ERURBAE ARAEY &P RRE
g9 | T PEAEEET

«  Ai&{7ii iF SCC-Ag th% °
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BeE AT S F R

+ ¥ W

Corpus Uteri; Uterus, NOS (excluding Placenta)
(Carcinoma of the endometrium and carcinosarcomas)
C54.0-C54.3, C54.8-C54.9, C55.9
(M-8000-8790,8950-8951,8980-8981)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

Corpus Uteri; Uterus, NOS (excluding Placenta)

(Adenosarcoma, Leiomyosarcomas and endometrial stromal sarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9
(M-8800-8933,8934-8974,8982-9136,9141-9582)
C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS
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BT FF LT PR

SSF 1 WeER 3
B ek 25 MR (ERA) 45 # I © 000-100,110-111,120-121,888,988,

999,100-199,S00-S99,W00-W99
Estrogen Receptor Assay

W 55 8.1

-

Fed i R OHILAR L TR RIE R RIS

Kits

Jcék P et
TR minh kBT 2 kiR o

SRy 3!
AF TR REELZL > F R
ﬁ » P& 45988 o
c RRPIIOBEY EHFH- BEKFEATERE - RTRA Lt § RRBROSEELET IR
Flt % BERIERBRAE S S ZHBEF > 455 BEAFTHE ’3P5§ﬁ FEG x>~ Bl & ansf o
o MW EZI o BBK LI REMP AT
. @i#ﬁb—[ﬁal‘“:ﬂ;’r PR SRS~ P R R o 3% - FE4E 4 S (Strong) ~ |
(Intermediate) ~ W (Weak) 4 & i* £ 38 ~ ¥ ~ 334 o
e H- ~ZHELERFE BB o
o Blhel:opEELHEERL > AW(LI)HA S 100% 0 Pl %A 5 SO0 -
o b2 EILFL KRB L AR(F )RR G 1% RSB S WOL -
. ?f}iﬂﬂ’:ﬂ;’r T WA S Y LB Yo E'Jéfﬁ_frﬁ'—b'%?ag“* ER x B2 &) o
 HRIHMUTHABRABEAFEE S - BENE B 5 RS Z B gt
o BRBERCRF BAFEERREZIKE > § EREA KRR RESR K
#icig o
e kL @’?“Kl“fr%ﬁ*’ir‘)ﬁaﬂﬁﬁ PF o RN Bl G SRy 0 % R
IR R RIPE o RAE S A IR B o
o FiBESEARL > BAFSLBERL SR ERL LR ERS B B2
Fo B MIAMERE o Bl R AR AERF vt b o
e G HIpHMEY SH- RhEZBER ' F 3 gf}r%‘ﬁﬁ/}#l‘fﬁ%ﬁ%’(I'jijﬁ-‘iyk/%)ﬁ);ﬁgﬁ
g % BB AR S L B S A
o ST AEH- RBLBI EINABRAUTIBLT A k%E PIELE
HF BV GIIRE 2R E
o FABRELIPELR O TR PRAEY R P R e
c EWRTPRBET T SOHBET A VLI RESTERE B R F GRS
N
e BRAWEMILEBERRMUBEISRETORRISE G FETE SR BKE 0 PIFES

‘W

71/!—1 Iﬁiﬂfﬁ ,;E' ? v om H Oncotype kg7 ER+& il
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RED RIS 37 R

= i RILAE L 2 HelE > Rptete EH LA S 1110 RS S 121 -

FoEMIAE R BE S AN RS L BE S B BAE 5888 ¢

T RERBREFAE LB AR e

1;1% TFE PR F R TR BAES R E -
% intensity of staining? % & &5 it (540 ¥ Z-3% %) >

¥ #rintensity of staining & & » LR P F it b F i IL

intensity of staining & -

WIER-N E:F S ELNCE Y

P14 4-intensity of staining#i % % -

SR N VA

YoFB TE
000 ER 0% -
001-100 e BEMAEL ERF ot b0 e 2R(L )RR AP T o
S00-S99 w43 ER F B 6 o
100-199 PAZ ERFE BB o
WO00-W99 334 % ERF - ] o
110 r% r+ y L R e
111 Mk niEY SHM
120 firi °
. ER & et 5]<1% -
e ERF B HAP T o
. 27 5 ER()
121 LIy EM Ak eniciE Y SIAM o
888 Lk EREY k. NS b‘_ﬁﬁ? =B
088 g * o
* 12 Oncotype k&7 ER #% Bl F -
999 s FFERBIEIRG -
« B A
. Az o
£
b il * b
888 BRIk P HeA S EREE  AFRSHEMEMNE SR 28R LE
Weie R o e 2 AR G ER i 25% -
005 ER positive < 5% -
095 ER positive > 95% -
010 pILr AR 4 ER B 5 5-10% -
S98 Ff?«,_?;ﬁ 22 it iwd ER98% -
W01 IR 2 fiEdy i 5 3% 0 ER1% -
000 ,[%:Qkyu]}%;\ﬂ§; fn it ERO0% » &% /{ﬁ/r’)%‘fb’lfﬁfbjﬁi;m;{ﬁ it 5 ER
Negative -
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BRIV ETFT T TR

SSF 2 WeER 3
3 MWk £ < WRBI(PRA) %% # ) 000-100,110-111,120-121,888,

988,999,100-199,S00-S99,W00-W99
Progesterone Receptor Assay

BB WA e 8.2

2 pcat -
e R R IR A iR R F MR R WL B % o

el B e
G S SN L A T

Yo dp 3! ¢
© AWEFHGREEL LA FR
+ 0 Bl %45 988 -
c RAY - BEHEF ERAR- BEREASPRE - KTRA L § BB RSB REFLIEFIR
Ftk BRAPRER G R GBI 47 BRAFEF T &g oon s Bo) F Haing o
c PWEEZE S HBASI LR T
. %i#ﬁﬁﬁr:fﬁsﬁ’jﬁ%’ﬁ BT G4~ P 334 o3t - FB4Eer S (Strong) ~ |
(Intermediate) ~ W (Weak) 4 &) % £ 35 ~ ¢ ~ 33 % o
o - SZHBNEAPRE BB o
o Bl opEEELRE G 0 AR(F4)HA S 100% 0 B SAS S SO0 -
o B2 REFLREEHG 0 AR(F)HAE 1% Pl%HE L WOL -
© FREFLERETRE P RLBL o REFESE L PRE B2 6]
o FRARILT SfS R PRI
o BRBERCRF BAFEEREZIKE > § EREA KRR RFESR K
#iE o
c FRLG REFNE|EHINCREFLF > MRFINELKELS BB F R
IR A G R PF 0 RIS A IR i o
c FIBEMEAFL > BAFSEBERELILE  FHLIEERFFGPRE B 2
o B MEE > Bl R ALIEEPRE B 6 -
© FENRBT SE- REZBRFG S OHIE A RA P LSk R T
i SRR AR S 2 Bl S A
o AT LH- REZBRFIIEBANYTHBEE AV RRE 0 IR
F e BIRE 2R E e
© FABRILESR O TR VRAY R P L pRAR L s
c FEMTVRAETG S FHBEE AVELFE ST B B F iR 2
» koo
s RBENEMILEBE BUmELRERORPIESLIL FAVE SR ZBKE > MES
iﬁh%%ﬁﬂ%i&@’&ﬁﬁ%@%ﬁ%%ﬁlﬂ’@ﬁ%%élﬂ°

b

@ RILAF S T A L Oncotype ki {7 PR 7

N

o
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BRIV ETFT T TR

BEAEM o nRie 2 BB Z B B 5888 -
~'s,‘k'$tf§‘ c

S LR S ESEY AR
e FRERBLEFLAEIBME S A3

. ‘Fffﬁ ﬂg Y e F}"%LL B 14 T iR ]’@;;}%%—ﬁxrg =
e Fintensity of staining)4 % & 45 3 (G40 -3 2) >

* i &intensity of staining & ¥ » L FrB-F it b § o IRAR 4
intensity of staining & -

IR £ 8 TRACE Y-

R4 &rintensity of staining# % 4 -
LRE L RBES

3 2 4 b

Y75 H
000 PR 0% -
001-100 OB L PRF et b0 e A R(L )RR AP 7 o
S00-S99 w4 % PRE R B o
100-199 AR PRE WG
WO00-W99 334 % PR K Jjvt & o
110 r% r} y L R e
111 LK SEREY St iar A X e
120 Piri °
* PR F Bt 5)<1% -
e PRFEF v HIAP T o
. 47 & PR() -
121 LIy EM Ak eniciE Y SIAM o
888 LR 1S Pl B d 1L t}_ﬁ e
988 g * o
e 12 Oncotype k:£ {7 PR #& Bl E -
999 R ERREAZIHE
. %}ﬁ%;e?\. o
. A o
B
7% * v
888 BRI LR P HRAESPREM  AFEIXTHEMEICE LR 2 8EX L0
B oo e pIARL 5 PREE225% -
005 PR positive < 5% -
095 PR positive > 95% -
010 pIL7 F3F 4 PRE G 5-10% -
S98 JRILAR 2 2 Beledy it 5w A 0 PRO8% °
wWo01 i 72 AR 2 Bimd ik 52354 > PR1% -
000 l[%‘**?“}?&i“’éﬂz fo it PRO0% » X £+ feisfk (s ’Jﬁ”fb}?i;miﬁ it 5 PR
Negative -
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;988,999

45

4
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e
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T N RF)F P R

(X3
P i ,
Ovary
C56.9
C56.9 Ovary
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S LR L ENE K S

SSF1 Wit Rk 3
Fw CALDS % E Y786 = ¥l + 001-910,920,930,931,988,999

Carbohydrate Antigen 125 (CA-125) : Lab Value

Before Treatment BB 8.1

B e it
FEERIT KR B RO iR T BT - e i i CAL2S E o
Jcék P eh
CA125 FH 3% 0% P Ll ip R 2xk 2 AR {6 hE & F] 3 o
PREHIE
. ’j‘)"@“jp-ﬂcfﬁ}'@; BCie R BT - X ehi rCA 125 (M U/MmIS IU/mI 5 B ) » 3000 F &
&7 G

e FHEFeNURBAE IR 2 AN IGRE > P %S 5988 -
o @ipJg ezt A ¥ g (M-Coded [f]: 8590-8634, 8670, 8800-8815, 8890-8896, 9060-9072)—%" )
R 3 #5988 o
o AFrEEw I~ BEHME > b4-CALLKR % E S F S HcE 5 85.4U/ml > & %5085 ;
FHekiESF HHE 585.5Uml & %5086 e CAL2SH 2k & 5% 2. F " iE » %#5 -] >+001
'“ﬁ CRIA G BT O~ RH%HABO0L H|4rCAL2SKR R % 7 il E 5 0.4 U/ml > R %001 -

Sa#h 2 &
001-900 | = i CAL125 #psk E A *t et &30 1-900U/ml pF > 248 F %2 i o
901 w73 CAL25 % E & 901- 1000 U/ml g -
902 w77 CAL2S ¥ %% E & 1001 - 2000 U/ml p& -
903 w77 CAL2S ¥ %% B & 2001 - 3000 U/ml p# o
904 w73 CAL25 % 1 5 3001 - 4000 U/ml p% -
905 w77 CAL2S ¥ %% E & 4001 - 5000 U/ml p* o
906 w73 CAL25 % E 5 5001 - 6000 U/ml p% -
907 w77 CAL2S %k B & 6001 - 7000 U/ml p* -
908 w73 CAL25 % E & 7001 - 8000 U/ml p* -
909 w737 CAL25 % i 5 8001 - 9000 U/ml g -
910 w7 CAL2S %% B & 9001 - 10000 U/ml p& -
920 w77 CA125 % & 5 10001 - 20000 U/ml p= -
930 = 7 CA125 5% & 5 20001 - 30000 U/ml pF -
931 w7 CAL125 # % & 5 =30001 U/ml p+ -
088 3T B

° JI,;L m}% —ﬁ o

. L g e }%ﬁ (ICD-0-3M-8590-8634,8670,8800-8815,8890-8896, 9060-9072) -

. 5 H‘mF'“ingzurJ%_ iR S B o
999 . .ﬁfﬁ c;\&z 2 o

* Rt -
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R e g e

SSF 2 ek 3
R is B CAL2S 3k 8 Y75 = [F] * 001-910,920,930,931,988,999
Carbohydrate Antigen 125 (CA-125) : Lab Value
After T
ter Treatment B B BB 8.2
[ RS U

el PR R B R B ORARRLP AT Y P A M F CAL25 & 0 2 Uiml S H e

fedse B eh
16 CAL25 & B8 7 o £ Rpdtin o £ eend & F5 o

Yo dp 3! ¢

S FHE CPEBEBED FABAFLP AT Y P L A Mg FCAL25E (2 U/ml & IU/mI
) T L TR T A

o @iphtt L e p(M-Code # [ 8590-8634,8670,8800-8815,8890-8896,9060-9072)Jﬁ" v R
#5988 o

o AP w AT N o BEBYE 0 6|dcCAL2SHK S S F k@ L 85.4 U/ml v i 45085 ;
FHekiESF HEE 585.5Uml & %5086 e 2 CAL2SH 2% & 5% 2. F " iE » %#5 -] >+001
FoRA R e BT rE o 001 H4-CALS % & % F F i E 2 0.4 UMl & #5001 -

kY &
001-900 | x 7 CAL25 fez & /i * 2 &3 1-900 U/ml P& » teds- 8 1 "2 B -
901 7 + CAl125 5% B & 901 - 1000 U/ml p& -
902 7 + CAl125 5% B & 1001 - 2000 U/ml p% -
903 7 + CAl125 % B & 2001 - 3000 U/ml p& -
904 7 + CAl125 % B & 3001 - 4000 U/ml p& -
905 7 + CAl125 % B & 4001 - 5000 U/ml p# -
906 7 + CAl125 5% B & 5001 - 6000 U/ml p& -
907 7 + CAl125 5% B & 6001 - 7000 U/ml p& -
908 B + CAl125 5% B = 7001 - 8000 U/ml p* -
909 B + CAl125 5% B = 8001 - 9000 U/ml p* -
910 B + CAl125 5% B = 9001 - 10000 U/ml p# -
920 B + CA125 # 5 & = 10001 - 20000 U/ml p& -
930 B + CA125 # 5 & = 20001 - 30000 U/ml p& -
931 B #+ CAl125 # 5 & = =30001 U/ml p* -
088 FAEHE o
. Jl,i ,p}%—ﬁ o
. A e &-—‘ﬁ (1ICD-0-3 M-8590-8634,8670,8800-8815,8890-8896,9060-9072) -
999 * -‘]}%fﬁ%é&i‘i\?%?i°
. Rt % -
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R e g e

SSF 3 HWiEk R 3
WL RS2 ARG RREE L) S FB ;ﬁ' ¥ : 000,010,020,030,040,988,
990,991,999

Residual Tumor Status and Size After Surgery

T % P A5 0 8.3

B kit
RS LA G R L] o

Yok P in !
L A A GBS KRBT R TS o e R R E R E N TR
BRI A AR R R AP AR/ B R G EATER TR

- AT

o RIS 2 A TR 0 SR T e SR R AL 7 S Rk S i (primary
Surgery ) 1254 5 i i(interval surgery ) » 5 55 -

. MGP%.[%IB%-/;J#H‘ <'Wﬁﬁ”i7x'f:£/fh- R 375988 -

kY (&

000 LG R o

010 AFHEBE=1 A KRR sk e

020 AL A 0 F BRLED R o

030 AR >L A > RS LB AR o

040 AHHEE>L AN > FBREET LR

988 EIET S N

990 VIR R GO R 0 T R et ) AR F L o
991 YUR PR GO TR 0 (L Agedi ko] B g R W B n g e
999 B AR A o
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Wk R

Bladder

C67.0-C67.9

C67.0 Trigone of bladder
C67.1 Dome of bladder

C67.2 Lateral wall of bladder
C67.3 Anterior wall of bladder
C67.4 Posterior wall of bladder
C67.5 Bladder neck

C67.6 Ureteric orifice

C67.7 Urachus

C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
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WHOHSUP 4% W@;O%gs&ggg

WHOASUR Grade
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R BRIV F] S L kR

SSF 2 WL R 3
T T AL N0 B A %5 # ) * 000,010,020,030,988,999

Extranodal(Extracapsular)Extension of Regional

Lymph Nodes B AR 8.2

T gk -
EEE R B R R BT e e )

Jcék P eh

2 4% 2 2L
FiciFe °

%»ﬁ%#ﬂ&l :

o AMFET LY @ﬂﬁ% TR fe MRS 0 ERILAR L B TR e E0 kAR M e b > I TR
2R TRA e

s %#5010-030 l"‘:}ﬂ”ﬁ BRHMT EEE

c FRERFSEEIRMTERF(FEFLIAWETA) R ARZE LT F T Bt EE
A% %030 o

Yok | TH

000 | & FEHTZEP -

010 | B = i) > @ ” B2 ap o
020 | ®BHT &l P foHT BANAEP -
030 | ®edh ™ Sy o ie A AT B AN AT BN
999 |+ A EHEHT HLELER
© o OREHT BEPEYEETE

C RE R
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SSF3 Wi R 3
FF R A REE S %5 = ¥ * 000,010,988,999

Muscularis propria pathological samples

W E W 5 5 8.3

W st -
R BE AER %75 B ﬁ&ﬁ; SRR LR KT st (transurethral resection of bladder tumor,
TURBT)z T A *~E_F e 7 H7F v~ & (muscularis propria) -

Jxéx P e !
IR ¢ 7 F3 mp & (muscularis propria) & it £ fp 5 SR B OE & T

YRG5 3 :

© GEEP P AMMERET P WA3B Y P o Z- XTURBTRIEFEL it 5 B v=p & R0
%010 -

© F G OPREAER - E- mEiRAT AT OUE AP RS 5010 -

o S FFRFES L FY FFRAJAFTURBTE R A vof B4 7 54 0 F
LA 4

* FARNFIREHREZ Mf s=(transurethral resection of bladder tumor, TURBT) > P /& % #5988 -

* FTURBTRHZF 2 & it s FFivp B> L& X HABIRET P W APIE< 3B 7 > RIG A

988 -
Yol | TR
000 | ik Ao G A o
010 f[,iaii‘—’_’f%j&’ﬁ FFEG R

988 | A if* -
«  #.{7 TURBT -
o a4 TURBT > * gt Bp e s T4 o

999 |+ pEEAARELE G AFO K -

° Zgéf_o
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Rt 2% i 4 S R

Ty
Prostate

C61.9
C61.9 Prostate gland
Note : Transitional cell (urothelial) carcinoma of the prostatic urethra is to be coded to primary site C68.0, Urethra,

and assigned Collaborative Stage codes according to the urethra schema.

VERS A
TR TR R
Transitional cell (urothelial) carcinoma of the prostatic urethra (ICD-O-3 M-8120, 8122, 8130-8131)
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R0 LE S R R

SSF1 WL R 3
AR R %75 §# [ * 001-999

Prostatic Specific Antigen (PSA) Lab Value

W W AF e 8.1

ﬁ /_a’ #’It" .
EEHEE R B R R SRS 3 B0 N SrR] R R B FUR 4 B(PSA)RH B -

ek B e

2 44 2 2L
FFiciFe °

Yo dp 3! ¢

o BEANL02HCRE A HA23) O e PR & R 4y (PSA) B F &

o HERF R FRAE(PSA)T i B RTERERR B AR L RARFL AR SR e
Ero FEB R HL eSS w%é%fﬂ%@ﬁ%mmﬁﬁ LB, IS sk 0 BB
B (B o

© PSARSEFSHF U RFNCL HFREAFLHZ B P LB EEBE FRES A0
%ﬁﬁﬁ%ﬁ’“ﬁﬂ%ﬁﬁﬁ’m%ﬁé%S

b PR RS EHINE(TMT ) PR :]1@1.9 » 1R TPSA > ¢+ PSAF
J/\%w o

o HILAF L f5 ik PSAHRER L YR N R BCEPF > BB R R gF 3 BT 7 S

kY T &

001 <0.1ng/ml -

002-979 0.2-97.9 ng/ml -

980 >98.0ng/ml ; ¥ 100-104 Zér#& Bxig* > p 105 LA 422 BXR A+ o

981 98.0-199.9 ng/ml -

982 200.0-299.9 ng/ml -

983 300.0-399.9 ng/ml -

984 400.0-499.9 ng/ml -

985 500.0-599.9 ng/ml -

986 600.0-699.9 ng/ml -

987 700.0-799.9 ng/ml -

988 FAEH o e MR AR AR R kR E

989 800.0-899.9 ng/ml -

990 900.0-999.9 ng/ml -

991 1000-1999 ng/ml -

992 2000-2999 ng/ml -

993 3000-3999 ng/ml -

994 4000-4999 ng/ml -

995 5000-5999 ng/ml -
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R e R S

kY TR

996 6000-6999 ng/ml -

997 7000-7999 ng/ml -

998 > 8000 ng/ml -

999 A
s W%k o
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Rt 2% i 4 S R

SSF 2 Wik R 3

gt B & R A4 A Gleason < A % sfS ) 1 011-015,019,021-025,029,

ERE R VF IS T (IS o 031-035,039,041-045,049,051-055,059,
099,988,999

Gleason’s Primary Pattern and Secondary Pattern

) e I B EL 8.2
Value on Needle Core Biopsy/TURP REH |

W gt
B U B R OT R F R AT e s B S R R R fe il Gleason S 4 i £
Y TES X% 3

ek P enl

FEIE TR o

Yo dp 3! ¢

© A EEIU I R SR SR TR 1 fe 2 Gleason K RS

e Gleason*= 4 ;% (Gleason gradlng system) & &«gﬁ{(ﬁﬁ Welm o B ol e S L A T E
BARbs o — S FE G N2 R K Lenn e Ak Rl M2BAHT S AR Bk
(primary pattern)£? =t & s #c(secondary pattern) - 2% & #c4p 4x B] 5 Gleason = 4 % (Gleason’s
Score or Gleason’s Grade) » F]* & i 4& 48 crGleason < & &+ o & b 24 (1+1) 7| & % 0104
(5+5)7 = -

© FHEAFL Gleason s A B FRER2BEF 0 PG LR sl X & ko fph T
Gleason’s score °

©  FHEFL Y Gleasont A B FRAEERIGET > T
P B AL Lo

*  FRHILAFL Y Gleasont & BT W E M1 BT 0 T E 2050 RIAR 5 Gleason’s score ©

*  FREFL Y ER"Gleason’s 3/10” > R F 11k #F 3 5 e 5 2 Gleason’s score > % 21 #F
10 5 B+ 4 5 (5+5)

© BERTRRTRTeEs SR fﬁﬁ%éﬁ“ﬁ‘\" " it 1 3] shGleason % 2 #ciE o

o FHF I mér R FJL%E%FEH;TLM % fi7 P4 4+Gleason’s scoreﬁxrg

o F AR T ogr PR Fﬁg%ﬁaﬁylvlﬁ B 445 % 988 o

* ]ﬁ 2R ﬁi = PINIII 2 3= 4" Gleason’s score * %% & 988 -

R E N5 PIAL S A% sl

e EHR{Tiwmitr P Ff\ﬁ%\:ﬁg$)| o T2 Ffi LE S-S AP - U$\ B Snrg = 999 o
i #ﬁf‘?ﬁ"léfﬁff ﬁf‘mi’?“‘fﬁf}‘m%ﬁf' T oL R AL o

kY &K

011 EREECS O IR S -

012 A BBl TR B2

013 AR sl R B5EK3
014 1R sl xR BE4o
015 A BB#cl 8 sB5e
019 A REB]l TR BEAP o
021 AR B2 B sdclo
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AR ) L e
o Fh &
022 A RBH2 AR B2
023 EIESUS ' RIS
024 A BBH2 R sl
025 A BBH2 AR B#5o
029 IR B2 AL BHAP o
031 ERE IS X RIS
032 ERE USRI S
033 ERESUS X RIEE S
034 ERE S KIS
035 EIESCS 'K RIEE S
039 EIRSCS SCRIES S '
041 AR mEcd Rl
042 A RBHL AR B2
043 A BBl TR B#3o
044 IRl TR B
045 JB Bl TR BEKS
049 BRI R IENE S
051 ERE USRI S
052 ERE S I S
053 ERE S ORI S
054 1B B# 5 TR B4
055 1B B# 5 TR S
059 ERE IS RIS S
099 I RBBIKAP AR BIAP o
988 LI A

o ARUE A 8 R G R R R o

e PINII -
999

o H {Fmétr PR ;_fj\gs:%;ﬁﬂ;juljﬂf W RILAR 2 A et e

[ ] ]E‘io
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SSF 3 WeER 3
Smgher B &R GE HE RIS M Gleason < A8 5% 4 ] 1 002-010,988,999

Gleason’s Score on Needle Core Biopsy/ TURP

BB WA e 8.3

W sit -
ek R B RN I F R AR 7 et SR R0 1 A Gleason < A e o

fedk B

ko
i8R o

Yo dp 3! ¢

o AF ANt B ;ﬁl:ﬁ%;ﬁ“ﬁ{éd % B~ 18 {18 2_Gleason = A~ & F 3 o

¢ Gleason* % . ;# (Gleason grading system) & & et ™ #-le 7 B kg bm fe chpt 7] ~ A 4 X
Mo S5 — ﬁ;%& P e 5 2B B L ehlmre A58 K T lc oy 20 58T L A& biic
(primary pattern) £ =x & & #c(secondary pattern) > 2 i % #c4p 4c P| % Gleason =~ 4 & (Gleason’s
Score or Gleason’s Grade) » F]}t =+ B & #8 chGleason * & %7 o £ > 924 (1+1) 3] & % ¢7104
(5+5)* % o

. %’Jﬁaﬁéﬁ% P Gleason= &4 & F M T IR2B HKF > PIAR 5 L & 5B L sl fphe T F
Gleason’s score °

. %”rfﬁaﬁﬁﬁ% P Gleason < ~ & F 5 RIBHF > ¥ B3N EAN5 PIARG A& sl B
¥ Gleason’s score % & 999 o

. %’:fﬁaiﬁ’.’_iﬁ% P Gleason < » & T & & 1B HF » ¥ &+ 35 B4R % Gleason’s score » i

. %’I}ia ®Ig2 ¢ % 1 Gleason’s 3/10” > B F 1B #cF 3 5 ‘5% 2_Gleason’s score 52 HcF
10 5 & = & & (5+5) -

s FERJHAEGFF2EF RN B EF]FIIERETI O ED FEORH B F]F 244 F o

© RS IR TR e B AL RGE R e 8 2] ehGleason’s score ©

o FREF I P SR %E‘E“ﬁiélj “,ﬁ% ¥ > B4 #5Gleason’s score i 3 —%" °

s FAHFwér P ;_fjlz;@:%;%“ﬁié'l “,ﬁ% Mo R s Fg 5 988 o

. :J}%E_“J_z*;ﬁéi ? F i 5 PIN N2 & z=4Gleason’s score » R n#8h 5 988 -

o EH{Flmgrr R ﬁ,ﬁiﬁfaiﬁ%éﬁﬁ'\éﬂ%ﬁ?’ fe B IAE £ ¢ Age s 0 PSS 4 999 o

[ %= i’ﬁ%l‘%?ﬂ‘ﬂfa BN i’ﬁ%‘l‘%ﬁ?ﬂ‘ﬂ PV R R o

kB R

002-010 | Gleason’s Score °

988 7 OAg
o A {Flmstr B A .zg;ﬁ(iﬁ%gf;ajngq%gﬁ o
e PINIII -
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999 o H{Fmgr R z&ﬁ;ﬁjlsg%;iﬁtgdﬁfﬁ e :@ﬂéﬁ% S o
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SSF 4 WeER 3
R 2 7% & 4 IR M Gleason < 4 53 & %45 § B : 011-015,019,021-025,029,
2 i Bl = & A R 031-035,039,041-045,049,051-055,059,
HE ST 2E 099,988,999

Gleason’s Primary Pattern and Secondary Pattern

Value on Radical Prostatectomy B E i A5 84

W st -

e a;]u;yp, BEx3iEie %5 B 1 f;i %X 9:11 Er L (Radlcal Prostatectomy) & ~ %8 (% 3| & %8
Gleason = A & i & | ff S #ce? = & A AL sfk o
Jcék P et

o
i8R o

Ho 5 51 :

MF U ﬂﬁl Eod ",45 (Radical Prostatectomy)zt ~ %8 % 2| 2~ {¥ & %8 2_ Gleason % 7| it ~
B o
Gleason = 4 5 jx (Gleason grading system) & &g et ™ #-le 7 2 o bmfe e 7] ~ & 4 X FF
Mo 25 - ﬁ;%éﬁ EH 2B EF L ecnme Ak T 2B s L LR Bk
(primary pattern) £ =x & % #c(secondary pattern) > 2 i % #c4p 4c P| % Gleason =~ 4 & (Gleason’s
Score or Gleason’s Grade) » F]}* =* B & #8 shGleason * & % ¥ o £ > 424 (1+1) 3] & % e0104
(5+5) % & -
%”:I}iaﬂiﬁ% P Gleason= & 5 T E 2B H#F > PR Z LR BHFE R Blicy AP
Gleason’s score °
%”rfﬁaﬁﬁﬁ% P Gleason < ~ & F 5 RIBHF > ¥ B3N EAN5 PIARG A& sl B
TR BB 9o
F ORI 2 ¢ Gleason =< &~ s F R RIBHT > © &~ 5 RI4R 5 Gleason’s score
% F I 2 ¢ % Gleason’s 3/10” > P $ 1B #cF 3 5 2 ‘5% 2_Gleason’s score 52 HcF
10% B & A 5 (545) o
FARFA FE’»‘T\}_*? “ﬁi B RfRY] 0 PSS 5988 -
FHRAHE E“ff\ E o “ﬁ% IR -F 24 I ELEIE %% % PIN HI & No residual tumor (TX > TO) -
2 & zz{ Gleason’s score » R kB 5 988 o

F 3 ﬁ%%“ﬁi “ﬂﬁ? < RRfR] o RRILAR L Y R RISAR 5999

. %&fiuéiﬁff TRE A ;@ing‘ﬂ SR T R AT
kY A

011 d BBl A& Bl

012 A REB,]l B B2

013 A REB,]l B BRI

014 RS o I g R (o

015 AEslcl x& &#EKS-

019 ARl XBAEAP o
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R 3% 4 T F S R

Yok | TR

021 A RBB2 TR Bl

022 A RBB2 AR B2

023 A RBB2 TR BB

024 A RBB2 TR BB

025 A RBB2 TR BBKS

029 A RBH2 R BIEKAP o

031 JE B#3 R EEc]l

032 JEB#3 KR aH2

033 4B B#3 R &HI

034 BRI S < I

035 AR BB3 Ak &S

039 AR BB AR EEKAP o

041 R s#cd R BEkcl

042 BBl R BHEK2

043 d BBl R B#EK3

044 JRs#cd R B4

045 JB sl B B#EKS

049 A RBHd AR BIEIP o

051 RIS N o S

052 3B BBS AR EHK2-

053 BRI I S O

054 BRI S B

055 3B %#,5 Tk HHKS-

059 IR BHS AREEAP o

099 IBRBEAP > B EEAP o

088 7 i H
o%ﬁﬁ%ﬁ%&h%é+@ﬂwo
e PINII & No residual tumor (TX » TQ) -

999 | e RTHGER DGR MR RpILAE L X e

. Ao
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SSF5 WeER 3
FAU 27 4 & 1231 Gleason < & % %75 # ) © 002-010,988,999

Gleason’s Score on Radical Prostatectomy /

Autopsy

BB AE 85

W sit -
P R B RO e F R R R 2 ‘% (Radical Prostatectomy)z 22| %8 Gleason

RA -

gk p !

s o

Yo dp 3! ¢

o AP TR “ﬁli 7 % (Radical Prostatectomy) st 222~ {7 # #8 2_ Gleason < 4 & F 3 °

* Gleason* % . ;# (Gleason grading system) & B et ™ #-le 7 B ik i hm 2o chiph 7] ~ 4 1 X 5
Mo 25 - ﬁ;% P e 5 2B B L ehlmre A58 K T lc oy 20 58T L A& biic
(primary pattern) £ =x & % #c(secondary pattern) > 2 i % #c4p 4c P| % Gleason = 4 & (Gleason’s
Score or Gleason’s Grade) » F]}t =+ B & #8 chGleason * & %7 o £ > 924 (1+1) 3] & % e1104
(5+5) % & -

. %’Jﬁaﬁéﬁ% P Gleason= &4 % F M T IR2BHKF > PIAR 5 L & 5B L sl fpherE F
Gleason’s score °

. %”rfﬁaﬁﬁﬁ% P Gleason < &~ & F 5 RIBHF > ¥ B3N EAE QARG A& sl B
pFGleason’s score g 5 999 o

. %’:I}iaiii’_iﬁ% P Gleason < » & T & & 1B HF » ¥ &+ 35 B4R % Gleason’s score » i

. %’I}ia ®Ig2 ¢ % 1 Gleason’s 3/10” > B F 1B #cF 3 5 ‘5% 2_Gleason’s score 52 HcF
105 B % & 5 (545) -

P e FIF AR F R L AR FIFO RH T o FR R A FIFApten @ o
FARGEER 27 SRR RS 5988 -

F 3 F%éﬁ“ﬁii*)’ “fé <] 0 opIZAF L %% 5 PIN I £ No residual tumor (TX-TO) -
2 @ sz Gleason’s score - R %% = 988 -
FRAFER27F LRI CHIAF L Y Ae o RS 5999

Febp P FFRTF L B HWFRATHE VAT MRTH -
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R e R S

919 F_&K
002-010 | Gleason’s Score -
988 7 i H

-%ﬁﬁ%ﬁ%ih%ﬁk@ﬂﬂo
e PINII & No residual tumor (TX » TO) °

999 o RFHEERE R ALIR IR A P

L] ]E“J’_o
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SSF6

> £ : 3
b B P L

2y 8 gpv ¥ : 001-025,988,999
Number of Cores Examined

2 F 2R 5 8.6

gt
PR R B R ER FRBEE R P R AP -

J2dk B e s
A R U

i dp )

© BRAFBEZUHGT P (TRUSBX) Gk & 5 1 » pIZFL S -

c FREFLRAGEREFEFLCIRNGEFES B RAN @Eﬁf‘?féﬂ"?‘f—%*{f‘?
LEACE

e F-olwmg VRV 7B Gy BN RAP ARG P iR Ak

b S ek 1@&%H&&£$aaﬁﬁ&o

. %ﬁﬁ%i#%’%?%2”#¥ﬂ”?@&ﬁﬁﬁwﬁ°

 TURPi% 5 A3 7% 2 (TRUS-BX) * 5 %75 5 988 o

© BEFUTHEFRTALL FUHRFRETE T EAYARTAE

kY TR
001-024 | & 1-24 % 5 5 -
025 A 25 &b Bk e
988 FAEHF AR FEE .
999 o HFEEmE e P gk AR T
. z—‘;j_o
& bl
£ &
012 i TLAR 2 Wit A iEscE 1405w TRUSBX e B E & b {7tk B ir e s 12 1% -
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AL Ly Ty

SSF7

B R A Wik

28 ipc ] : 000-025,988,998,999
Number of Cores Positive

e R 5L 1 8.7

g
Uﬁ'&"%pﬁgﬁ’\'—}—’%[& [;;:&%« =3 ,pf%ﬁﬁﬁ_ﬁiy = ]]%I“’iﬁi 49 By u i Btk T’“L@:EI .

Jxéx P e :

LAY TR

BBV § 5B Y iEs i BN g AR B N R e -
© FREIA S s PR ERES Y ALk
o FHELIIR IR sl A Bip e o
o B FEBEAEL S A 0 B FREAEL TR Rk B i TRUS-BX B 4 & “TH 716
HiFdA B AR REAE R FE 0 FRZTIE R 098 -
* TURPH:ZAF & o Julakb 5988 -
*  PINHIB % - i bnfs 5988
© HE Y EFRTHELL O FYRFRATE VT ETMRTA

YR8 T &

000 s s T SRR ST
001-024 | 1-24 % % iE et JIB 12 o

025 25 & 11 b r 4 EHCE T o
988 A o

- AHET R

e« PINIIBZ -

998 R FER GBI R EE ke L3 M
999 o U R RIRHE s e P E A oo
L] 7\7‘;‘1'_0
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Rt 2% i 4 SRR

";.'s.f}lj :

Fakh

Eald

001

HIAF L LS 1 o A RS 14 0% > 2 TRUS-BX B i & 5 B 17
WhiEEE 1208 o (F15 &5 - A B VA SE@FF) -

003

TURBX Procedure :

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4 left parasagittal*5

TURBXx Pathologic diagnosis:

1) 4 strips of gray white soft tissue, labeled as "right peripheral™--acinar adenocarcinoma.
(3/4).

2) 5 strips of gray white soft tissue, labeled as "right parasagittal”-- Nodular

hyperplasia.

3) 4 strips of gray white soft tissue, labeled as "left peripheral”--High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal”--Atypical small acinar
proliferation.

JRILAR 2 e iF s 18 5 > TRUS-BX e B £ A 7 4e & 15 #c s 18 % » e {rit
T hiER- R oo

012

FILAF A b I RCS 14 0 0 fe A iEHcS 14 i 0w TRUS-BX ik 4 & 45 44
Pt s 126 o (P23 dicd 5 Bt 1 TRUSBX AR 45 & # & fFlics 1) o

988

TURBXx Pathologic diagnosis:

1) 4 strips of gray white soft tissue, labeled as "right peripheral™--Atypical small acinar
proliferation.

2) 5 strips of gray white soft tissue, labeled as "right parasagittal”--Nodular

hyperplasia.

3) 4 strips of gray white soft tissue, labeled as "left peripheral”--High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal”--Atypical small acinar
proliferation.
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Rt 2% i 4 SRR

B

3

998

TURBX Procedure :

1.right peripheral*4

2.right parasagittal*5

3.left peripheral*4

4 left parasagittal*5

TURBXx Pathologic diagnosis:

1) 5 strips of gray white soft tissue, labeled as "right peripheral*--- acinar
adenocarcinoma.(3/5)

2) 6 strips of gray white soft tissue, labeled as "right parasagittal"--- acinar
adenocarcinoma.(3/6)

3) 4 strips of gray white soft tissue, labeled as "left peripheral---High-grade prostatic
intraepithelial neoplasia.

4) 5 strips of gray white soft tissue, labeled as "left parasagittal”---Atypical small acinar
proliferation.

RILIE L E e F s 20 iF 0 TRUS-BX re B fF £ 34170 & il 18 % - e {rdt
i il - ) 2 g2 F e
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SSF 8 iR 3
ok 56 2§ 2 2 % ) 1 000,010,020,030,040,050,999
988

HE =55 8.8
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B 20 T F S L BT Ry

R

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) & % % 4 SSF1, SSF3, SSF7-9

(ICD-0-3 M9650-9663) ¥ 7 % 4% SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & 7 % 4% SSF1, SSF3-4, SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) 1 % % 4% SSF1, SSF7-9
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SSF 1 Tra s
BRARLAD 2R PRT AR 4k 45 ] * 001-002,988,999

Assessment status of HIV infection

BB AE 81

[ A U

GARY AR BT HIV B B AR mame g o e o
Jedk P i e

A FRE ST B S FEIEE Mo

Yo dp 3! ¢
s EHBEAGLAD 2pEHVE A RCEFHEE FEHT LR K FI B HET

ko K
001 A o
002 H o

988 A e
*  ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4 -

© REAREfA

> * A3 wEHIVe
B
B % B
002 B 201027 2P LE et EHHT K 2010 & 27 3 Al i%p

1’.'_]:;;»[}%f«ﬁ"‘l g\lﬂ’; fﬁ;"-,%—’}g HIVIE}—%-),E\:#I’%!{ , f@;;&?«g? 2010 £ 2 % 4 p .
= pUpt T R B B RS
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BEPE 2 L2 Rk %75 # I * 000,010,988,999

Systemic symptoms at diagnosis

e I B8l 1 8.2

ﬁ""#’{_t" .
5 B4 31 7 e A & S T g (M-Code # ) © 9650-9663)¢h1 2 & ik eimm

%

‘FCﬁ‘E] el
f”\'}"’b’ff?ﬁm??lsvﬁlr)%‘ CEEETT M

YRG5l -
o BPFGLBFADERHFELT M T LS 2P 13 30 E Bk TELT

1. & g ﬁ’i%% Flervg ' WRAEHES 38 A o

2. REEF AL G AR -

S MERKE AZBBRATII WE ALY A B P RiERERMEZ T A2 L o
o FROEERD RS £ s *ﬁﬁa RN ARG B
o FRUEERE  RRLEE (DB FAKE G ,it"rwgﬁ KoM EEREEA
o FRHUEFRE RMALEE LS FRRE T RMERE"S R RWERE -
e FHUESKRABMELE §L Y L ERZL "BIE_;I»L ’z&a#.B/i;k ' i #5000 -

S G T &
000 & Bougsk oo
010 3T E- Bkt
g o
"REEF o
E R o
088 FAEHE o
e ICD-0O-3 M-9811-9837 & C42.0, C42.1,C42.4 -
e ICD-0-3 M-9731-9732, 9734 -
e |CD-0O-3 #£ M-9650-9663 -
999 F o
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SSF 3 BWeER 3
IPI score £3® 5 %5 # ) : 000-005,988,990-994,999

Assessment of International Prognostic Index

score (IPI) BEW A 83

[ A U

&g IPl T 38 F]+ 27240 A & ¥ B (M-Code gfrv ¥ : 9590-9597, 9671-9727, 9735-9738, 9827
(EXCEPT C42.0, C42.1, C42.4)) 2 IP1 score eF i &8 27 2s4% o

IPl 835 Bkl 5 0T 733 LFF endep > * UIFRIA «‘Iﬁaﬁ?é :

1. &% 43 60 f& -

2. AnnArbor ~# 5 =& 5w 3 -

1 it % = (performance status) : i ECOG % & =2 4 -

& FF A w(LDH) B BB F & -

=2 BT BRI -

PRI EFFE B L - A0l AL HERG 245 MR 3AY BRG 454 LBRYG -

o b~ w

Jeék P et
A FAE B BT R SRR M

YoFGdp 3l ¢

o Mycosis Fungoides/Sezary disease£? i Z & ~ # ¥ B * g * » 4F 45988 o

o iRi{E#k = B (M-Code 95973, 96903-96983) i fr @ 4 IPI Score 17 ¥ &k » fe 7w b
FLIPI score® i 45 o

o FiREMMT B FLIPIscore » A= IPI scoreiﬁ" s U F B 5 988 o

e« FEBENEFIHIAFF B AHARGAGF FREY PG AR B RS FOT
Wo RIS BCLRA  EABLETRB AR E

SaFH T
000 0 ~
001 1~
002 2 4o
003 3 & e
004 4 r o
005 5 & o
988 EIET S

ICD-0O-3 M-9650-9663 -

« ICD-0-3 M-9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766 -

e ICD-0-3 M-9811-9826 & C42.0,C42.1,C42.4,9831-9837 & C42.0,C42.1,C42 .4,
M-9827 & C42.0, C42.1,C42.4 -

o mie tHH = B (M-Code 95973, 96903-96983) i ¢ i FLIPI score » * :* iz IPI score

990 Fref ik & (Lowrisk) -
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R
T
901 Fe i@ R % (Low intermediate risk)
992 Fied 7 § k& (High intermediate risk) -
993 e % b % (High risk) -

994 et ¢ kb ' (intermediate risk) -
999 | BB AiEdt A ARG TR

B
003 - R A ESHT BB R R TS ER T0 &~ & LDH BEF R ¥ E

Ba gkl s ~ANnArbor 2~ 8 5 % =8 ~ mak T B iEjle iy o
002 % 283 i 3 M9I690 jk e 12 = & > sk i Acitt IPI Score 2 A
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FLIPI score ¢h3® & %% § ) * 000-005,988,990-992,999

Assessment of Follicular Lymphoma International

Prognostic Index score (FLIPI) BE AR 84
TR B 1= o * .

W A

iz 45 FLIPI i& {7 Jg 3 #2.34 = #%(M-Code 4 ] : 95973, 96903-96983)2 FLIPI score «7;=8 £ b o
FLIPI S35 @ 3975 3 0T 1 B3 AF]F chdep > % NERIE /IR -

1. &% 4604

2. AnnArbor ~# 5 %= & x e Hp o

3. HTEEEE> e

4. wjiped & S(LDH)#EAZELT ¥ & -

5. xd %@ ] 12¢9/dl-

JHIEFRIE L - A0l AL MEG 2~ 5P R 3505 BRG -
Jcék P et

A FAE B BT R SRR M

SuRhdp sl

e« FEBFNEFIAEIAT I AEARGAG FRHET PG AR LGS FOT
EMEIERE k- S SR S b S A

kY TR
000 0 & o
001 1 4 -
002 2 & o
003 3 & oo
004 4 % o
005 5 4 o
988 FEHE o
2£ICD-0-3 M-95973, 96903-96983 ¢ -
990 fg:ga;t < b *& (Low risk) o
991 fg:gagt ® & *% (Intermediate risk) -
992 e B b ' (Highrisk)
999 FEAE B FENEG FR e
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SSF7 Witk 3
B A& & é Rk %5 = ¥ * 000,001,010,011,020,988,999
HBsAg

BB Wt 8.7

W st -

EEBRT LR P IR - B R LY b - S HBSAQ Pl B F 0 R KA T
TT1IE

J2dk B e s

A FREHT BISRD R EE R M

HoAB 51

. NRHEEEALE Ui -

o TABMEIET2EAFBELIRIRAE HRBLY  LHIIBAAHLES -

YRS &
000 i %o TR B R
001 s ke E G BEF R o
010 Wk k LN T ABFF R
011 Wk Rl RpEEL Y B R -
020 T ATy
988 2
.  ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4 -
999 =
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Anti-HCV

e fF 55 1 8.8

W st -

B R E R LR - B P AEFEY i - = Anti-HCV(&* HCV Ag ¢ HCV RNA)
ek o ArBRHR T LY R

Jxéx P e :

MR TR EMT BT o Moo

Yo dp 3! ¢

o NHHMEEFELLE > HLEfAL o

o TRAMBIEF2EATBRATRIRERE ERAREF  ZEIIBEATHLES o

Sk 4
000 2% sk mE CAPFER AL -
001 P s LpfEEd Y CAFLES -
010 EHREEFEE P e CAPFLR L 2 o
011 WS EGEE ERFEPEF CATURL S -
020 Bk E LB
988 AR * o

. ICD-0-3 M-9811-9837 & C42.0, C42.1,C42.4 -
999 %o
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Assessment status of acute hepatitis condition

W& & 3
%% 4~ [ : 001-002,988,999

e A5 8.9

st -

A B AL (7 & T e B AR ek o

Jxékx P e :
ARFTHERT BicRWELEFREE BRI M -

-1

o AEMMTUBFFETIALIEALEPAITY P Ak > xRk A GOT(AST) 2 GPT(ALT) F 42 %

THEIARYE - Ak TEBFLHEFy -
o R AHCOTHGPTAH A4z ¥ & ISR ¢ -
WEE R TE B o

ThE TREMTUE T, 7 2R

Sl %
oL BAEMBITLE T
oo $ A 0
988 P

.  ICD-O-3 M-9811-9837 & C42.0, C42.1, C42.4 -
%99 © REAFPSAE

« 2% GOT & GPT - M k% °
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SSF10 . BER 3
A& NHT B FF ESREIPS
Prognostic factors of Hodgkin Lymphoma:

ESR and IPS wE W A5 8.10

W st -

iz 5. ESR(Erythrocyte sedimentation rate)£2 IPS i& {7 i A &  i# = % (M-Code # [ : 9650-9663) 2
TRl B edk o

IPS £33 % B RATEF T = A LFF dlep o % MAERIA /B (L & i * T advanced
disease) :

1. 9 %9 (Albumin)-]- >+ 4.0 g/dL -
2. = =% (Hemoglobin)-J- >+ 10.5 g/dL -
3§

4, L E 45 oo
5. Stage 4 disease °

6. v wm I & 15000/mmd .

7. & 7 4Tk #ic LT (lymphocytopenia) © s = kv )4 5t 8% Hi = Ik i #ice] > 600/mm?3 -
JHE-AFFE-FLI- AL E 0T A

fedde P i
A FTHEAROFER DR ERTT M -

YoFGdp 3l ¢

* o 3Ryt I (Erythrocyte sedimentation rate » ESR) & dpdc b 3f e 1 PP i g 5 > 11 E
F 1) EE(mm/h) 5 E = o

©OMEESH D S EERM AT

©OFo o AR ESRIRE I RS TR e F ESRREAE S0 7
- E%% 5 5l

©OFEREAIPS S g GRS e L A R S

© FESRAIPSF 5 FHM  GHESE KT Z B P B BRI P L e

%" IV fﬁf]‘ ;}"i]%j.’%@gf;%gf%ﬁﬁ*i,?%%?w%?ﬁio

ToOmA ST F”'l}i‘ AR 988 (R i) -
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¥- 2B | LA

01-50 1295 ESR 9 % #ic i 4 &
1-50 mm/h -

51 ESR #ci&>50 mm/h -

98 3T S
e 2£1CD-0-3 M-9650-9663 4 -

O
©

BEAR A AL G ok -

&

Im
)

IPSO »

IPS1 ~

IPS2 »

IPS 3 »

IPS 4 »~

IPS5 »

IPS6 »

IPS7 »~

OO\IG)U'IAOOI\)I—‘O%

S 1E * o
e 2L ICD-0O-3 M-9650-9663 % -

9 BERED A ES LG T
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Leukemia
(ICD-0-3 M-9740-9742, 9800-9809, 9840-9874, 9876-9948, 9950, 9960-9968, 9975, 9980-9993)
% % 4 SSF1-2, SSF6-9
(ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4) % % % 4+ SSF1-2, SSF6-9
(ICD-0-3 M-9875) % % 4% SSF1-2, SSF6-10
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SSF 1 WeER 13
FE YR TS ot %% # ) : 000-007,013,021-027,041-042,

051, 061,090-092,8XX,988,998,999

Assessment of chromosome study in leukemia

e A 8.1

At
ERHRBETREES L BRI b TR el o

Jcék P eh
AT TR R A T R M

-1

AWM AE R BIRERZ LI MigE > AR IR ARL 5L 0 RXEMF o ARD
Bl B i1 EFPLd MR FEEHMBBEE » 4v F THNF LI P SHBL A
Skl bilde o M EIAR 2 4 Wk 4 5 1(8;21)(922;022) 5 B #5801 -

e MBAN R LA RRERF LT TR RA Y A RAFE LY F N
000 -

A WA AR AR RAn T R A HAFL P ET AR
- F mf;t:%%ﬁé%\»,m% a8 -

A¢ R AR %ﬂfw-«‘p%ﬁeﬁm TePrHRAY O ERAEWRE G- AR HMAN
EOEEE Y 5 0014061m;¢1§—‘ﬁ » P %5090 5 & = fE % 4 %Ml ¥R - @Ry gitn i
FE o 7 HAS 20905 4o AR T 2 %4 %gsw—‘k s B S fB09L 5 4o = fE(F ) hRd
i Jz(z RIS R T A2 L) o %%j;;@@]@%@ JRE R o P %5092 o

A 4 gé‘qugﬁ % % No metaphase cells » £4p7 #4714 ix & 7 »clwie ¥ 24711 A] - R S0fs
998 -

FEERE LIS E RN

SR T

000 I S

001 AML with 1(8;21)(922;7922.1)

002 AML with inv(16)(p13.1922) or t(16;16)(p13.1;922)

003 Acute promyelocytic leukemia with t(15;17)

004 AML with t(9;11)(p21.3;7923.3)

005 AML with t(6;9)(p23;934.1)

006 AML with inv(3)(q21.3926.2) or t(3;3)(g21.3;7926.2)

007 AML (megakaryoblastic) with t(1;22)(p13.3;q13.1)

013 AML with t(9;22)(q34;q11)

021 B lymphoblastic leukemia / lymphoma with t(9;22)(q34.1;q11.2)
022 B lymphoblastic leukemia / lymphoma with t(v;11q23.3)

023 B lymphoblastic leukemia / lymphoma with t(12;21)(p13.2;922.1)
024 B lymphoblastic leukemia / lymphoma with hyperdiploidy
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BeE AT 6

kY3 &
025 B lymphoblastic leukemia / lymphoma with hypodiploidy (hypodiploid ALL)
026 B lymphoblastic leukemia / lymphoma with t(5;14)(g31.1;932.1)
027 B lymphoblastic leukemia / lymphoma with t(1;19)(g23;p13.3)
041 Mixed phenotype acute leukemia with t(9;22)(q34.1;911.2)
042 Mixed phenotype acute leukemia with t(v;11g23.3)
051 Chronic myelogenous leukemia > 1(9;22)
061 Myelodysplastic syndrome associated with isolated del(5q-)
e -—fREV HB FPHEAIZZAIMER o
090 e RV HY -2 ZIHEN -
e RV -V HE2ZZIHMEN -
091 Ppes @ a2 24 RREY o
092 ez ¢ WBF 2B (F)L hR I MEF o
8XX Chromosome study after chemotherapy or immunotherapy or target therapy
988 3T S
* ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FTHELI ML % e
999 FREAEPEAFSNARGTEI B S -
o
Yol * o1
001 AML % % 4 #3472 5 46, XY, 1(8;21)(022;,022) > ¥ F ¥t = ¥ A& 8 5L 21 5
AdREE o
090 AML B % 4 ¢ #3425 AML with 45 XY, -7 [20](r % ¢ %8 3cE & & 44 ¢ %810 &,
Lo ETELAS R L 2035 mE)
091 AML B %2 ¢ %8352 5 46,XY, 1(8;21)(922;922),inv(16)[20](T" 4 ¢ k& & ¥ |-
FIWLF, SHEEF R ABRE 2054 WE =2 165047 HE k4 20
3 fmre)
090 ET(Essential thrombocythemia)) =i % #& = Chromosome # % > & 4 3F 2 B % 5
45,XY,-22[5]/46,XY[15] -
090 Acute myeloid leukemia B % # < Chromosome % & ° & & 3F 2 % % 5 46,XX,
t(9;11)(p21.3;923.3) [5],add(11)(p15)[1]/46,XX[14] -
090 Refractory anemia with excess blasts # % # % Chromosome # % * ¥ 4 3F 2 %% 3
45,XX,-22[2]/46,XX,1(3;12)(q27;p13)[4]/46,XX[11] -
092 AML-with multileage dysplasia i % 4 X Chromosome # & ° & & 3F 2 % %

44,XY,der(7;13) (p10;910),-9,rea(9p),-16,rea(21q),+mar[18]/46,XY[2] -
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SSF 2 BWeER 3
B LEEEE ST i s %75 # ) © 000-013,021-025,041-042,

. . 051-055,090-091,8XX,988,998,999
Assessment of molecular studies in leukemia

e I B8l 1 8.2

W st -
RRHBFETALE RS F L Tl b TR S et o

Yok p e
*’A+Jﬁupﬁm&w~1ﬁg~m%*@ [

Yot dn 5l -

. Av\ﬂ—”* 2P B A hdp @ pIZ2 4 ¢ M &2 vt o 2 Southern blot ~ FISH# PCR% 4 + & %
SR L e E o BRIk AEFL A HRAFL B ETAAEY - 5
FoRRHERL BB TAFS ARAFE S F 0 RS 000 -

o THRIFUR CALALMREELOREALRFDLTIASERADFESHEEFE 0 ot T iF
IS G A B AL ko i blde o CHAR A2 AT A S E kA L PML-RAR
A 4% #7803 -

o FAFAYFiHA G FLTIITDR R pF P AT E F#kp S ’1’”'3)@%1%@010 & 2t
090 091 -

o AFAFEREN R AR %E—-Ewif)é‘ﬁeﬁrw I e Bxﬁ%ﬁﬁ—ﬂ C BB A R AR L B
001% 055¢:E 3% & » Pl 4% #5090 » & = faA + k% B ¥ - 29 - ﬁi‘#’ Bl isly o
7r S 5090 5 Aol PFZ r"’;iE(g)ll IATHREBREY THZAIASER LR ,L.+z s B oA
091 -

o RERRETHT EHEF - M HEHEI -

e FAFATAFERAR MBERE o hoT

S FG &

000 & F o

001 AML with RUNX1-RUNX1T1

002 AML with CBFB-MYH11

003 Acute promyelocytic leukemia with PML-RARA
004 AML with KMT2A-MLLT3

005 AML with DEK-NUP214

006 AML with GATA2, MECOM

007 AML (megakaryoblastic) with RBM15-MKL1
008 AML with mutated NPM1

009 AML with biallelic mutation of CEBPA

010 AML with mutated FLT3/ITD

011 AML with mutated FLT3/TKD

012 AML with MLL-PTD (partial tandem duplication)
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kY &
013 AML with BCR-ABL1
021 B lymphoblastic leukemia/lymphoma with BCR-ABL1
022 B-lymphoblastic leukemia/lymphoma with KMT2A-rearranged
023 B-lymphoblastic leukemia/lymphoma with ETV6-RUNX1 (TEL-AML1)
024 B-lymphoblastic leukemia/lymphoma with IGH/IL3
025 B-lymphoblastic leukemia/lymphoma with TCF3-PBX1 (E2A-PBX1)
041 Mixed phenotype acute leukemia with BCR-ABL1
042 Mixed-phenotype acute leukemia with KMT2A-rearranged
051 Chronic myelogenous leukemia BCR-ABL1 positive
052 JAK2 V617F mutation
053 Myeloid and lymphoid neoplasms with PDGFRA rearrangement
054 Myeloid and lymphoid neoplasms with PDGFRB rearrangement
055 Myeloid and lymphoid neoplasms with FGFR1 rearrangement
e -~ FARF HB FHEANZAFRHRET o
090 e fEAR¥HY gz mEHEY -
e - REV AV AEIHEZLAIRHEN -
091 PR @ ()t itz A% BER o
8XX Molecular study after chemotherapy or immunotherapy or target therapy
988 3T S
* |ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
998 FTRELFIAFERE R RN
999 R AL
s ARFAFLFEHRE -
0]
S FG &
010 % AML F pF3 FLT3/ITD mutated 2 NPM1 mutated > M-code % 4% 9877/3 (mutated
NPM1) » SSF2 B % 4% 010 (mutated FLT3/ITD) -
090 CLL(Chronic lymphocytic leukemia) i % &< TPS3 A ' A3k &= B % 5L -
090 Refractory anemia with excess blasts & % % 3. MLL-PTD mutated -
090 ET(Essential thrombocythemia)#ip % £ X £ X CALR¥& 2 a3F2 B % 5 B -
090 Myelodysplastic syndrome with ring sideroblasts and single lineage dysplasia # %
# 3 SF3B1 2 JAK2 V617F % 7 mutated -
090 ET(Essential thrombocythemia)sip 245X &< CALR 4 ' a2 2% 2 B

M MPL # % %% 5 mutated -
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BeE AT 6

Stage
0 & 0 <2 0 <500
1 <25% 1 2-3 1 500-1000
2 25-50%— 2 3-6 2 1000 - 1500
3 >50% with-erythroderma 3 6-15 3 >1500
4 >500% with-bulaeor- 4 >15 4 Severe-abdomtnalpain - —Heus-or
desquamation hematochezia
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SSF 6 HrER 3
E W% 54 g R RARER Y785 = [F] + 001-003,988,999

Assessment cytomegalovirus (CMV) infection

condition FE 58 8.6

W e sit -

EHRBEBET T ADE R BAR LR FRIF LY L pEA L WP AT Y AP Lo
F TR R T E % o 4 S (CMV IgM)IS 122 F % s 4 4R (CMV ppe5 + )i 2 E
‘e 54 dhyp 4 £ (CMV DNA copies)sif +e @ & B F 2 & J° % > R €& & CMV & % (infection) -
FFCMVEREHEEFT 2 G F(F Lot L5 X X)) AT 5 CMV 5 5 (disease) ©

Jcék P et
AIEFHLE G L IR G B

YoFGdp 3l -

o UBEEBELACMV R L ITE T b o
SR TR

001 2% F4 CMVE % o

002 #F4 CMV B % Aig A -
003 F 4 CMV R 47 i 35 o

988 A o

* ICD-0O-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -

Y A e

999
« 2% 4% CMV -
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Rt FT 0L

SSF7 Witk 3
B A& & é Rk %5 = ¥ * 000,001,010,011,020,988, 999
HBsAg

BB Wt 8.7

W st -

EEBRT LR P IR - B R LY b - S HBSAQ Pl B F 0 R KA T
TT1IE

J2dk B e s

AT TR kIR B EE R M

oA 47 51

o Rk BLYE o EfAL

© TABRBIEI2EAABELIRERAE HRBLE  LEIBMAAHLEY o

Yok &
000 i %o TR B R
001 s ke E G BEF R o
010 Wk k LN T ABFF R
011 Wk Rl RpEEL Y B R -
020 T
988 R
*  ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 73
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SSF 8 FrER 13
C ]+ X #i8f S5 §= & + 000,001,010,011,020,988, 999
Anti-HCV

e fF 55 1 8.8

W st -

FEAB R K ie R ek - B P R 8- = Anti-HCV(2 HCV Ag & HCV RNA)
ek o e B R T LY R

Jxéx P e :

RN R Y EAEE R S

YoFfdp 3l

© ERSHRNBEEBEAYT R omL AL

* TRARBIEF2EATBRATERIRERE EkREF  ZEIIBEATHLER -

ok 4
000 2% sk mE CAPFER AL -
001 P s LpfEEd Y CAFLES -
010 EHREEFEE P e CAPFLR L 2 o
011 WS EGEE ERFEPEF CATURL S -
020 TR B T
988 3 o
* ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1,C42.4) -
999 %o

184



B LR 6L
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N R i %75 # ) * 001-002,988,999

Assessment status of acute hepatitis condition

B W5t 8.9

T gk -

A B AL (7 A T e B AR ek o

fedk B i
ABFTHRED L RHioR DT L EEREE ARBIFLETF M -

afBdp !

. r’glw*:"@f THE K SBALEPA=I Y SR P 0 &tk 3 GOT(AST)& GPT(ALT)F 4
o FE R wERE TARTFLE -

© W BCOTAGPTAF A AL EE ¥ B "WBRF » TR TRERFLFF, » 7
FrredrWrtig sk @ 5 & o

\\\?{.r

=
Y

P

b] &
001 Fl N e SN SR
002 F AL E T
088 FAEH o
* ICD-0-3 M-9811-9837 (EXCEPT C42.0, C42.1, C42.4) -
999 c R AEaE
e X3 GOT & GPT =- 7si &% °
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SSF 10 Wit Rk 3
B - e F RO EARR HTR
Assessment of latest molecular treatment response

e 5 8.10

) A&
& %:}ﬁ;fﬁg\ F Sk F IR Y W BT - KKk 0 g * 3t Chronic myelogenous
leukemia, BCR/ABL positive (M-code 3 9875/3) i % -

Jeék P eh e
R TR s RS R LR T - R R L Y B R AT B e

e * [P ge,gj‘;}t;v;‘;:)% &k o

YoFGdp 3l -

o MHR LY AR - XA FReERITED PSR F BRI REE ~F % 4p 1 PCR 2
RIS AT 5 o

* BHERRET EFL SR Os T REREIy c FREL AR B o o PIAEE088 -

e MHTEIF/ oD I LR AT

* F- BB VEPALIY TR - A TRBRI D FEEF > g U i H
P KRR~ B REEREE
. Gldcl: pZETP AT Y Emkis- XA FTHREHPH2ZTIEE 20X > P %8 00 -
. Plde 2 p ZETP AT Y T RS- XA FHRBP DTS LB BB S 1l

*  FZ A& E A F 5% logreduction 2 & % % ; €& # 5 log reduction #iE i & %
Wiphie o B bR » FEIAA]SZ 0 Briohr Rookiit -

« 3% logreduction ¥4 it % undetectable ¥ A 5 log reduction # /& > B % = 78 R i 5 6 o

o FERHmEOSREE S FIU A BEPAIY - XA FHRERDDZFIET RAE
247 > FHRRARE24 B o P2 2+ %S 0 BB S 999 o

¥- 28| A

00-24 | BETP AR Y WA - A ITKRBRPE 2P L &Ko
98 3 H o

e 2L ICD-0-3 M-9875/3 -
. A H B LR o

99 o REAEPA A
. 1 BT AT Y A XA SRR TIEARE24 B o
e AHFAIFHE
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Y TR

0 No log reduction (=0) or increase °

1 O<log reduction <1 -

2 1=log reduction< 2 -

3 2=log reduction< 3 -

4 3=log reduction< 4 -

5 log reduction=4 -

6 log reduction & # i % undetectable » ¥ X # it log reduction # & -

8 s 1§ * oo
e 2L ICD-0-3 M-9875/3 -
© KR ERILR -

9 1 S S A
c APETPAIY FRAE- A FRBRPHVLEFRAZE24 B o
s ARFLAFHE -

£

kY S Y

201 2018/02/22 ¥ %+ CML i % » 2018/02/24 BCR-ABL gene: positive p190
BCR-ABL(ela2) - 2018/03/01 B 4~ * Imatinib ;2% > ¢ FFEn ks - X2 F &% P
#p % 2019/11/01 > ® ;] BCR-ABL gene log reduction % 0.2 -

125 2018/03/28 # % CML # % - 2018/04/14 BCR-ABL gene: positive p230
BCR-ABL(el9a2) - 2018/04/28 B 4~ * Nilotinib /55 » ¢ 3F 7 & fs - X & F &
p ¥ % 2019/04/25 » ® ;p] BCR-ABL gene log reduction % 4.5 -

053 2018/07/26 # % CML B % - 2018/07/31 BCR-ABL gene: positive p210
BCR-ABL(b2a3) » 2018/08/04 B 4~ i¢ * Dasatinib /5% > ¢ FFw dfé — XA F % P
# % 2019/01/20 - ® ;p] BCR-ABL gene log reduction % 2.5 -

206 2018/02/22 ;% CML # % - 2018/02/28 BCR-ABL gene: positive p210
BCR-ABL(b3a3) » 2018/03/04 B 41 * Dasatinib j5 » ¢ $Fw ks — X &2 F 5% P
¥p % 2019/11/01 > ® ;] BCR-ABL gene log reduction = N/A(Not available) -

988 2018/07/26 # % CML # % - 2018/08/06 BCR-ABL gene: positive p210
BCR-ABL(b2a2) - 2018/08/14 ¥ fr & thicinf » AT HEFTHEAE ¥ o

999 2017/01/26 > %+ CML B % > 2017/02/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) - 2017/03/01 B 4~i¢ * Nilotinib ;5% » S Hm & T ¥ G FF v
%ﬁ%%’ﬁﬂﬂﬁﬁmﬁémk&’mwMWSE@ﬁ%%@iﬁwﬁiﬁﬁ’
# ] BCR-ABL gene log reduction % 4.5 -
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T e IR = F 2 7]+  SSF Schema

Cancer Site/Histology Factorl Factor2 Factor3
AP 2R Size-of-Lymph- Extracapsular Levels I-111,
Nodes-(iavelved) |Extension, Lymph |[Lymph Nodes for
Node(s) for Head |Head and Neck
and Neck
Head and neck
C15.0-C15.5, C15.8-C15.9 PET-CT MIE-Minimally- |Tumor
C15.0 Cervical esophagus Examination invasive- Regression Grade
C15.1 Thoracic esophagus esophagectomy-— |by pathology

Esophagus

C15.2 Abdominal esophagus

C15.3 Upper third of esophagus

C15.4 Middle third of esophagus
C15.5 Lower third of esophagus

C15.8 Overlapping lesion of esophagus
C15.9 Esophagus, NOS

EXCLUDE :

GIST (ICD-0-3 M-8935-8936)

Sarcoma (ICD-O-3 M-8800-8936, 8940-9136,
9141-9582)

MR GE G R SSF T fF

Stomach

C16.0-C16.6, C16.8-C16.9

C16.0 Cardia, Esophagogastric junction (EGJ)
C16.1 Fundus of stomach

C16.2 Body of stomach

C16.3 Gastric antrum

C16.4 Pylorus

C16.5 Lesser curvature of stomach, NOS
C16.6 Greater curvature of stomach, NOS
C16.8 Overlapping lesion of stomach

C16.9 Stomach, NOS

EXCLUDE : GIST(ICD-O-3 M-8935-8936)
21 % F % % R SSE et i

Carcinoembryonic
Antigen(CEA) :
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Helicobacter
pylori

Colon

C18.0-C18.9 Excluding Appendix (C18.1)
C18.0 Cecum

C18.2 Ascending colon

C18.3 Hepatic flexure of colon

C18.4 Transverse colon

C18.5 Splenic flexure of colon

C18.6 Descending colon

C18.7 Sigmoid colon

C18.8 Overlapping lesion of colon

C18.9 Colon, NOS

EXCLUDE :
GIST (ICD-O-3 M-8935-8936)

NETSs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

PLb B R r SRR SSF arg

Carcinoembryonic
Antigen(CEA) Lab
Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression Grade
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T e IR = F 2 7]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Levels IV-V Levels VI-VII |Parapharyngeal, |Measured Depth|Measured- Extranodal Extranodal
and and Facial Parotid, and in Pathology  [Surgical-Margin|Extension Extension
Retropharyngeal|Lymph Nodes [Suboccipital / |Report inPathelogy- [(ENE) (ENE)
Lymph Nodes |for Head and  |Retroauricular Report Clinical Pathological

for Head and
Neck

Neck

Lymph Nodes,
Lymph Nodes
for Head and
Neck

Tumor
Regression
Grade after
Radiotherapy

Measured Depth
in Pathology
Report

Circumferential
Resection
Margin (CRM)

Perineural-

KRAS

Obstruction

Perforation
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T e IR = F 2 7]+  SSF Schema

Cancer

Site/Histology

Factorl

Factor2

Factor3

Rectosigmoid,
Rectum

C19.9, C20.9
C19.9 Rectosigmoid junction
C20.9 Rectum, NOS

EXCLUDE :

GIST (ICD-0-3 M-8935-8936)

NETSs (ICD-0-3 M-8153, 8240-8242, 8246,
8249)

WP BEAGFEF BB RES - B % SSF AT
7w

Carcinoembryonic
Antigen(CEA)
Lab Value

Carcinoembryonic
Antigen(CEA) :
Lab Value vs.
Normal Value

Tumor
Regression
Grade

Liver

Liver

C22.0,C22.1

C22.0 Liver

(ICD-0-3 M-8000-8156, 8162-8175, 8190-9136,
9141-9582 % % 4 SSF1-8)

(ICD-0-3 M-8160, 8161, 8180 ¥z % 4%
SSF1-2)

C22.1 Intrahepatic bile duct

(ICD-0-3 M-8170-8175 Z % 4% SSF1-8)
(ICD-0-3 M-8000-8162, 8180-9136, 9141-9582
W% % 4% SSF1-2)

Alpha-Fetoprotein
Lab Value

Liver Fibsosis
Score

Child Pugh
Score

Lung

C34.0-C34.3,C34.8-C34.9
C34.0 Main bronchus

C34.1 Upper lobe, lung

C34.2 Middle lobe, lung

C34.3 Lower lobe, lung

C34.8 Overlapping lesion of lung
C34.9 Lung, NOS

Separate Tumor
Nodules /
Ipsilateral Lung

Visceral Pleural
Invasion
(VPI)/Elastic
Layer

Status-before-

Breast

C50.0-C50.6, C50.8-C50.9

C50.0 Nipple

C50.1 Central portion of breast
C50.2 Upper-inner quadrant of breast
C50.3 Lower-inner quadrant of breast
C50.4 Upper-outer quadrant of breast
C50.5 Lower-outer quadrant of breast
C50.6 Axillary Tail of breast

C50.8 Overlapping lesion of breast
C50.9 Breast, NOS

Estrogen Receptor
Assay(ERA)

Progesterone
Receptor
Assay(PRA)

Response to
Neoadjuvant
Therapy

Cervix Uteri

C53.0-C53.1, C53.8-C53.9

C53.0 Endocervix

C53.1 Exocervix

C53.8 Overlapping lesion of cervix
C53.9 Cervix uteri

Serum Squamous
Cell Carcinoma
Antigen
(SCC-AQG):Lab
Value

Serum Squamous
Cell Carcinoma
Antigen
(SCC-Ag) : Lab
Value vs. Normal
Value
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T e IR = F 2 7]+  SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Circumferential |Rerineural- KRAS Obstruction Perforation Rectal tumor
Resection Invasion distance from
Margin (CRM) anus
Creatinine (Cr) |Total bilirubin |International HBsAg Anti-HCV
Value (Bil T) Value  |Normalized
Ratio for
Prothrombin
Time (INR)
Malignant Sampling or EGFR ALK
Pleural Effusion |Dissection of  |(Epidermal (Anaplastic
Mediastinal growth factor  |[lymphoma
Lymph Nodes |receptor ) Gene |kinase) gene
(N2 Nodes) Mutation translocation
No. of Sentinel |No. of Sentinel |Nottingham or |HER2 ( Human [PagetDisease |[Lymphvessels- |Ki-67
Lymph Nodes |Lymph Nodes |Bloom-Richards|Epidermal orvascular
Examined Positive on(BR) Growth Factor vasion
Score/Grade Receptor 2 )
IHC Test Lab
Value
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T e IR = F 2 7]+  SSF Schema

Cancer Site/Histology Factorl Factor2 Factor3
Corpus (Carcinoma of the endometrium and Estrogen Progesterone Percentage-of-
carcinosarcomas) Receptor Receptor Non-Endometrio
C54.0-C54.3, C54.8-C54.9, C55.9 Assay(ERA) Assay(PRA) id-Cel-Type-in-
(M-8000-8790,8950-8951,8980-8981,9700-9701) Mixed-Histology-
C54.0 Isthmus uteri Fumors
C54.1 Endometrium
C54.2 Myometrium
C54.3 Fundus uteri
C54.8 Overlapping lesion of corpus uteri
C54.9 Corpus uteri

Corpus C55.9 Uterus, NOS

(Carcinoma ~ Corpus Uteri; Uterus, NOS (excluding Placenta)
adenosarcoma ~ . ial stromal
sarcoma ) (Leiomyosarcomas and endometrial s

sarcomas)

C54.0-C54.3, C54.8-C54.9, C55.9

(M-8800-8933,8934-8974,8982-9136,9141-9582)

C54.0 Isthmus uteri

C54.1 Endometrium

C54.2 Myometrium

C54.3 Fundus uteri

C54.8 Overlapping lesion of corpus uteri

C54.9 Corpus uteri

C55.9 Uterus, NOS

C56.9 S A T 18 B 1L Residual Tumor

C56.9 Ovary Carbohydrate Carbohydrate Status and Size
Antigen 125 Antigen 125 After

Ovary (CA-126) : Lab [(CA-126): Lab |Cytoreduetion-

Value Before Value After {Debulking)-
Treatment Treatment Surgery

C67.0-C67.9 WHOHSUP- Extranodal Muscularis

C67.0 Trigone of bladder Grade (Extracapsular) |propria

C67.1 Dome of bladder Extension of pathological

C67.2 Lateral wall of bladder Regional Lymph |samples

C67.3 Anterior wall of bladder Nodes

C67.4 Posterior wall of bladder

Bladder  |C67.5 Bladder neck
C67.6 Ureteric orifice
C67.7 Urachus
C67.8 Overlapping lesion of bladder
C67.9 Bladder, NOS
C61.9 Prostatic Gleason’s Gleason’s Score
C61.9 Prostate gland Specific Antigen |Primary Pattern |on Needle Core
Note : Transitional cell (urothelial) carcinoma of |(PSA) Lab Value|and Secondary |Biopsy/TURP
the prostatic urethra is to be coded to primary site Pattern Value on
C68.0, Urethra, and assigned Collaborative Stage Needle Core

Prostate codes according to the urethra schema. Biopsy/TURP

TR AL TS U
Transitional cell (urothelial) carcinoma of the
prostatic urethra (ICD-0-3 M-8120, 8122,
8130-8131)
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T e IR = F 2 7]+  SSF Schema

Factor4 Factor5 Factor6 Factor? Factor8 Factor9 Factorl10
Gleason’s Gleason’s Score [Number of Number of Clinical-Staging-
Primary Pattern |on Radical Cores Examined|Cores Positive  |Procedures-
and Secondary |Prostatectomy / Performed
Pattern Value  |Autopsy
on Radical
Prostatectomy
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T e IR = F 2 7]+  SSF Schema

Cancer Site/Histology Factorl Factor2 |Factor3

Hodgkin and Non-Hodgkin Lymphomas of All Sites Assessment status of HIV Systemic  |Assessment
infection symptoms |of IPI

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, at (International

9699, 9702-9727, 9735, 9737-9738, 9827(EXCEPT diagnosis I;’rggn;)stlc

ndex) score
C42.0,C42.1,C42.4)) &7 % 4 SSF1, SSF3, SSF7-9
(ICD-0-3 M9650-9663) i % % 4~ SSF1-2, SSF7-10
Lymphoma (ICD-0-3 M9597, 9690-9698) i % % 4+ SSF1, SSF3-4,

SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749,

9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT

C42.0,C42.1,C42.4), 9831-9837(EXCEPT

C42.0,C42.1,C42.4)) &7 % 4 SSF1, SSF7-9

Leukemia Assessment of chromosome | Assessment|Assessment-
study in leukemia of to-response-of

(ICD-0-3M-9740-9742,9800-9809,9840-9874, 9876-9948, molecular linduction-

9950, 9960-9968, 9975, 9980-9993) ¥ Z % 4% SSF1-2, studies in  |ehemetherapy

leukemia
Leukemia |SSF6-9

(ICD-0-3 M-9811-9837 & C42.0, C42.1, C42.4) &3 %
4 SSF1-2, SSF6-9
(ICD-0O-3 M-9875) &% % 4 SSF1-2,SSF 6-10

196




TR =4 £ %]+ : SSF Schema

Factor4 Factor5 Factor6 Factor7 Factor8 Factor9 Factor10
Assessment of  |Assessment Assessment- HBsAg Anti-HCV Assessment Prognostic factors
FLIPI status-of- cytomegalovirus- status of acute  |of Hodgkin
(Follicular HTLV-1- {CM\)-infection hepatitis Lymphoma:
Lymphoma infection— condition— condition ESR and IPS
International

Prognostic

Index) score

Assessment- Assessment- Assessment HBsAg Anti-HCV Assessment Assessment of
acute-graft chronicgraft  |cytomegalovirus status of acute |latest molecular
versus-host versus-host (CMV) infection hepatitis treatment response
disease disease- condition condition

aGVHDB} (cGVHDBY
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4 B 1 SSF £ f A7 dcp

SUTETEALIARI7E 129 BIREP BB UEHE -

FH R
2019/11/8

VEL= 3 fé-iﬂlj',ﬁ% Malignant Melanoma of Hard Palate : (p.3)

Site Sub-Site Code 7 B4 SSFF =
Oralcavity|Floor of Mouth C04.0-C04.1, C04.8-C04.9 SSF1, SSF7,
& Palate C04.0 Anterior floor of mouth SSF9-10
C04.1 Lateral floor of mouth
C04.8 Overlapping lesion of floor of mouth
C04.9 Floor of mouth, NOS
Hard Palate C05.0 SSF1, SSF7,
SSF9-10
ofHard PRalate SSE9-10

Soft Palate, Uvula C05.1-C05.2

SSF1, SSF9-10

C05.1 Soft Palate, NOS

C05.2 Uvula
Other Mouth C05.8-C05.9, C06.8-C06.9 SSF1, SSF7,
C05.8 Overlapping lesion of palate SSF9-10

C05.9 Palate, NOS

C06.8 Overlapping lesion of other and unspecified parts
of mouth

C06.9 Mouth, NOS

Cheek (Buccal) C06.0-C06.1 SSF1, SSF7,
Mucosa, Vestibule C06.0 Cheek mucosa SSF9-10
C06.1 Vestibule of mouth

SSF3 g% I-1Il %k~ Rz M

$okGip3 B - BV h¥ = 8L Flf AR 23R (pl12)
o  F RN RIF M T FE(TL eI (incisional/excisional biopsy, core biopsy) &t 34 =%
(aspiration) & - HIle % Z 11T 5 Skl 295 o
bl4e @ AR B R AR X T YT R A AR & it level /INEE A5 > T 3 level 1
aspiration:f; LU S £ e S, ?EEFF Z_i% 4 level /N4 > B ﬁ%%ﬁﬂ; Z 011 -

o

a.JJgr:gzeﬁs:tﬁ%@‘##&éi%%%%Mﬁ $a it level WINEEF - 35X level 1I/111+
l{-]-}_}——k): K% }ﬁzﬂ_‘l_ é';% :‘% P_L_é\_lt’:}' f@z ﬁ]&—% - OOO °
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4 B 1 SSF £ f A7 dcp

SSFO Tk #F = &7 ek i

AT TSSF9, 2 F /R (p.24)

SSF9 Wik &R 3
ok # " 5% RIRE
Extranodal Extension (ENE) Clinical
2 W A5 8.9

SSF10 3 = Bt &Rk &
H#ATATH TSSF10, 2 F pe : (p.29)

SSF 10 WA 3
FRM T BRI 678 § ) 1 000,101-120,199,210,221-298,
Extranodal Extension (ENE) Pathological 299,399,988,998,999

w2 iF R 5 0 8.10

B gt bl r~»};mw=‘mﬁmﬁ4 ST B RIERE . B TRERT S
2 HBE R EL SRk - 0 (P.29)

B gt

AT AR W~ T TRV TR e e R )RR 0 ¢ 5 RE P g
W T EH 2 2 55 % (Cervical Lymph Nodes and Unknown Primary Tumors of the Head and Neck,
C76.0)# Mucosal melanoma of head and neck » == i T ? i '
BEMT B S (F L SAE R

YmBW g o M TR 23/ (p.30)
kY &K

088 . =X M T B2 8~ excision & dissection ¥ 5 pNO -

s EMT E R ~excision £ dissection o

*  FiE{FHM T % excision 2 dissection: e IR L Fp it A G B RS D &
f 2 (pNXx) »

998 WO R AR BT B P A S I T B ek A o
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4 B 1 SSF £ ATE B

L.
2019/11/8
SSF2 %2k CEA & ¥ &

Yo% = 22 5 010 ~ 020 ~ 030 : (p.40)

SSF2
BrFil CEA %1 ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

WieE R 3
Y75 = [# + 010,020,030,988,999

B2 W B8 8.2

25 %
2019/11/8
SSF2 &2k CEA

FAATH "% ¥ E, 23 (D 48)

SSF 2
BrbuR CEA#S%E ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

Wik Rk 3
Yn#§ 4 ¥ * 010,020,030,988,999

e 5 8.2

Eu}a}k%a} ~ _-g*_a;;)%
2019/11/8
SSF2 #’$uk CEA

FAAH THRBL K E, 2 28 (60)

SSF 2
BorFih CEAH#ST ¥ &

Carcinoembryonic Antigen(CEA) : Lab Value vs.
Normal Value

Wi R 3
Y% 4= : 010,020,030,988,999

B R 5 8.2
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4 B 1 SSF £ ATE B

SSF 6 KRAS &% &

FoRG 2099 ¢ itk T iaiF 2 F R (p.66)

Yol | TH

999 . }?ﬁfﬁ'% i\' F3E o
° }‘;‘l’ﬁ-ipkﬁ"" P o

a#—:}ﬁr
2019/11/8
SSFL1AFP ¥ 3522346 R &

$oBdn 3| § = BLATH TAFP % 2 %R R 5 10350ng/ml 0 3-%48 993, 2% F : (p.73)

o BEHE ok RKAFP > dog F “’Sﬁtm & o E B iE 37 1-9879 ng/ml > 3 AFPg B 2
Ry 1010 P (R R T S %fgﬁz) Sl o Dlhote SR K% R R EE S 9Ing/ml R
$245000 ; AFPk % % % 9 " 8@ 5 6005 ng/ml > % #5600 ; AFPH sk 55 % 9 8@ 5 10
350ng/ml > 353 #5993 -

Yoffdp 51 ‘%‘m,!H!]‘f FE& 4 H1® EA24E 6000 ng/ml 2+ F o sk 992, 2 % F 5 X ATH r
B+ R /42t 6001 ng/ml I 9879ng/ml - 3j-3a#f 992 5 F 5+ 1} EA2:E 9880 ng/ml > 3H-3i%
993 ;2% F :(p.73)
o BERF R IAHTIRFAFP  drm F R e > HAFPR R @ i@:@%ﬁ Prte s & B ehd < fFfE -
I/}IJ'Q\." : AFP# 56%:%*? SRS i lﬁﬁ » E §x ﬁrﬁ i /i %400 ng/ml x 6000 ng/mlz. F’EUFT J
5991 ; = P AR 992 | F E = ¥ & 4 76001 ng/ml
2 9879ng/m| T mAB992 1 Fh < P E :ta59880 ng/ml B 993 -

BB i C (p.73)

Koy &
992 AFP & %% fﬁ_éfg:‘@% P ik B e £ ﬁﬁ? R %5 Fo ik B e AFP £+ ﬁ%—%ﬁ @ 4+ 6001-
9879 ng/ml z_ fF¥ -
993 * AFP 52 7 % #cie = 9880 ng/ml -
e AFP &% fﬁi’gﬁ@%ﬂ%fi Bk =+ ﬁr%ﬁ (R %F%fj’g ® e AFP & = ﬁrf# 2 =9880
ng/ml -

SSF 3 Child Pugh 4 #&

Child Pugh # 84 ¥ 3¢ 9 F=9 > g/L 33 g/dL : (p.75)

Measure / score 1 point 2 points 3 points
Serum albumin, g/dL >3.5 2.8-35 <2.8
i Feo
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i B 1 SSE £ { ATT P

&
2019/11/8
SSF1 I % i 2bi b eh¥ 7 o niog

BB R AT T Ri=K, 2 F R (p.85)

Yois | &

000 |+ iRF MIF bR E () o
[ ] };;1 l:'_)%‘ o

2019/12/31

SSF6 EGFR # F1% %

%75 § F1 010 ~ 020 ~ 030 i #  AAA-UXX,VVV,XXX,ZZZ : (p.91)

SSF 6 &R -3
EGFR & F1% % 75 5 B AAA-UXX VVV,XXX,ZZZ,
999

EGFR (Epidermal growth factor receptor ) Gene

Mutation HE B RE 8.6

W gt Y Bg e e ffdipipl ) 23/ (p91)
fﬁ"“’ﬁ:{w‘l’

PEGFR R 2 % % MR BE B k@ * Rl PR B o R 2 S R 2 51

BRI RSB XATHF BT B (pI))
o WHY P FHHETHY EGFRIER S E 0 X A RBM KRS ERFER A xsl,’uo

. $?$EGFR1$E§F“.3¢%{&?&$§'-“'ﬁ%,‘ CER L IR Y A
e MHFEEB oD I AHFEHLF-BRE S - BARE iﬁzz%‘°
s FHLTFRA-FBRE AME T -BP > F- ~ZHBRARGERRY UX%B FRLE

BF A RER QR EIRS SR FREE RS -
w4l : 3% 4 % 5 Exon 19 deletion— f& R % £2Exon 21 L858R X % » %m#§ = ABX -
wl4e2 o 3R 4 4 5 Exon 20 insertion #& % % £ Exon 21 L861Q % % » %#g 5 EEH -
e EGFRAFIZ% =% X » 4™ £
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i B 1 SSE £ { ATT P

B SR 2 TR IR KRG (p.91)

s
3

&

EGFR# F1# % 5 Exon 19 deletionk % (& # % fésubtypes)

EGFR & F]# 5% = Exon 21 L858R % % -

EGFRZ F1#: 2% % Exon 18 E709 % % (&]4- : E709A ~ E709G ~ E709V) -

EGFRz F1# % 5 Exon 18 G719 % % (|4 : G719A ~ G719C ~ G719S) -

EGFR# F1# % 5 Exon 20 insertionk % (¢ 7z % f&subtypes) °

EGFR & F1# % % Exon 20 S7681% & -

EGFR L Fl# 2% 3 Exon 20 T790M % % -

EGFR A F]# % 5 Exon 21 L861Q % % -

EGFRA& Flta 5 5 2 4 B2 (2 710 1 if 4 5]2 (28) o

EGFRA FlHes%k %% 7 2% > LAKEPBIERE

EGFRA F1# 5% » & 2 % -

N XIK|ClZ|@mmo|O|w|>

} & (FEGFR I FIk ok » it % % 4 2|3 -

999

+ v 87§ EGFREAFIZ %% -
. FEGFRZ{T#\ B2 %“%’lefﬁifﬁ%;iﬁfﬁp’lff'ﬁd‘{@ o
b Ed ’fﬁ%}

kY

* 5]

EXX

An insertion in exon 20 of EGFR is identified.

ABX

EGFRA Fl#& 2% % % ¢ ¥ 5 Exon 19 deletion— #& X % £ Exon 21 L858R % % -

AXX

A deletion in exon 19 of EGFR is identified.

BGX

Codon 858 mutation (¢.2573T>G, p.L858R) in exon 21 and codon 790 mutation
(c.2369C>T, p.T790M) in exon 20 of EGFR are identified.

UXX

Codon 757 mutation (K757R) in exon 19 of EGFR - (;+ & ¥ 2t % Exon 19 deletion)

UXX

EGFR i T4k % % % 4 Exon 21} :7K846R% % -

BXX

2018# 57" # %7 % LUL cancer stage4B » 2018/05/31 Lung biopsy EGFR £ | 5% =
Exon 21 L858R % % » Afatinib sine 2018/06/22 ; 2018/12/10 CT showed a new grow
tumor of LLL » 2018/12/18 Peripheral blood EGFR £ F]# 5% % Exon 20 T790M %
s » osimertinib since 2019/01/09 -

AXX

2018+ 1* # %t % Lung cancer stage4B » 2018/01/12 Lung biopsy EGFR £ F# 5% &

Exon 19 deletion% % » Afatinib sine 2018/01/26 ; 2019/3/4 CT showed mediastinum
lymph nodes progression » 2019/04/08 lung rebiopsy £ #1# % % Exon 19 deletion %

% % Exon 20 T790M % % - start osimertinib on 2019/5/16 -

VVV

IR ET R ’JJTLI%%? Afp > AP P W EGFR(+H) A 7 40 M e 2k 3F &

XXX

¢ No mutation on exon 18-21 of EGFR is detected.
¢ EGFR mutation unfound.

77

7 2 FEGFRA Fltese > eaf L fo i 5 @2 23 -
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4 B 1 SSF £ ATE B

2019/12/31
SSF7TALK £ Fligi= 2 %
Wit B TR S e R 23R (p92)

T gk -
o b dm 2 PLFALK 288 % ) U Br B iR Rebup@F oh2 L B M2 EE

3L o

-F"'J'f YorBdp 3l % = B TATH S B (p.92)
. ﬂ\ﬁ}g fad Wﬂ(fz‘ALKéW&@ B A fﬁﬁ»'ﬂx%ﬁﬁ’uﬁﬂfwﬁ«f" {?ETE\:

o = A
el -

. #%ér:r“‘ FPEBETAY ALKAFIRZ S - 2 2 mBWAR: R r St o s .
© FRHFALKZBEFLEFLEHE BREC SREL LW BT s o

5 Ao
2019/12/31
SSF 1 # % & X Wik R|(ERA)

B Smbinsl ¥ = B (p.95)
o LA AA BN A B EERF v b 2 Allred IHC score » -k 5 s JLAR £ 7y it
3 N o AR e T o
B YorBipsl S B2 - [ B (p.95)
e ERFBWHEZAH BB -HmP 40T !
e = S 4—2=% — 7% 4 4 intensity of staining: S
(Strong) ~ (Intermedlate or Moderate) W (Weak) & &) % £ 58 ~ ¢ ~ 3% o

RSB F IR RS T B 52 B (p.95)
e Allred IHC score: = 7% » %fEd = T + P 40T !
e Allred IHC score = FTL 55 & 4 #ic(intensity score » 0-3) ‘m %z b 5| 4 Hc(proportion
score » 0-5) —“Hn TR IR BE ; B AR A 02 S A 0 Se B o B 3-8 AR
s o
o % - 7B 455 B (intensity) o & % & A B[4 4+ S (Strong=3)
I (Intermediate:Z) ~ W (Weak=1) ~ 0 (221 5.=0)A %] £ 55 ~ ¢ ~ 334 -~ IME o
*  H - ~ Z 5N & fmre s b(proportion) o ik H B4 fmre vt ] (positive cell %) b T R s
I e LT AHENEE o
o Bl4r 1imIZIR 2 4 i 5 ER Allred Score= 8 (3+5) > Bl % — #% & 3 % #% S~ % = -
*5%135 nFG 5 84
«  Gldw2: y53LaF 2 4y i 5 Estrogen receptor: estimated proportion of tumor cells
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score 0, average intensity of positive tumor cells score 0, Allred score =0 > B %5
% 000 -

FRAT TR R Allred IHC score » & 72 7 40 H U 5La5 & £ vz vt G| & P > P ik

TR B kB

e Allred Score=0 > %#5% % 000 » [£ 4 o

o Allred Score=1-2 > %% 5 120 > 54+ > ER & ' &2 P o
e Allred Score=3-8 > % #% 5 110 5+ > ER & ' &3 P o

B3 B B T B 0 (p.95)
© NI A N R T HE R RAS - RN B ¥ BEN iz
L ade

RABIET T RERE RCHF > BAFESEE R EE 0§ RZEHRARRIF
Rl B -
kﬁ“ﬁ@%mWﬁ%ﬁmwﬁﬁﬂﬁﬁ’U&%%&L&Eé%&@%’ﬁﬁ
IR R RIPE > PRSI B o
p 5 IE‘..L_.A«’I‘%—j‘éF? ’ 'ﬁ»iiﬁﬁ‘ﬁ [P eI
fo B NEEPE > RIIBAFEHERF B 5] o

ﬁ\F

e p¥5 ERF v ) 2 Allred IHC scoredf 2 % > B A& H B4R 2 8% - B4R 2

Aple o BB AGEEERE BV 4 o
FENERED SE- RE2ZBR O EG S PBEE AL Lk g
i S R AR B IR L 2 BB G

S SH- R BR o E 5

HoF B PIRE 2R E o

i3 sx %ufB I = 0 3 373 Allred IHC score %% - (p.96)

S oE4EL %R ERF B 62

i

21

ER
WA U S G B AV ok E o RIELAR

ER F B ]
YoFB T &
000 4t ER 0% -
001-100 ORI L ERF Bant b B AR(LF )RR AP T o
S00-S99 w42 ER K RO
100-199 P4 Z ER K RV B o
WO00-W99 | 3324 % ER & B 5] o
Allred IHC score
¥ - 75 L . .
Intensity score Intensity
0 0 None
wW il Weak
I 2 Intermediate
S 3 Strong
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45 B 1 SSF £ ¢ { AT Hop
¥ =5 — . .
Proportion score Positive cell,%
00 0 0%
120 il <1%
06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%
£ * aid &
. FEdd > et 32 P oo
10 e Allred IHC score &4 it 3-8 4 » A P 7= Intensity 2 Positive cell -
111 C IR ety St S L e
120 et o
e ERF B GIKI%(FHA I BR)-
e ERF B GIAP T o
. 47+ % ER(-) °
e Allred IHC score @ #; it 1-2 » » A P 7= Intensity 2 Positive cell - -
121 MRS aiiEr ZIEE
ﬁ"'riﬁ % 6] (p.96)
2 * B
S84 F' % B % o I24F 4 4 i Estrogen receptor: positive, estimated proportion of tumor
cells score 5, average intensity of positive tumor cells score 3, Allred score = 8
000 BERo P REFLIHE L ERO% » #X 2o o NS BEF L HiE Z ER
Negative °
2019/12/31

SSF2 ¥ #jr# £ % Wik RI(PRA)

i3 umbdp 3l % = B (p.97)

o PP A A TS
Rk 2=

S5 B2 5 - B (p.97)

Y Yk s R

334 2 B G PRE it 1% Allred IHC score » 3 i J5 5 47 2 #rdg if <h

B A 4
e PRE &b
AT

TP AT S % - BRIRY R Z BLo % BLIRST % = g 1Y

— F& 4 & intensity of staining: S
| &sg ~ ¢ ~33% e

(Strong) ~ (Intermedlate or Moderate) ~W (Weak)/w\
A BRI B RPI B h F A8 (p.97)
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o Allred IHC scorex = 78 » B = 3 + P 40T

Allred IHC score % Fm B & 4 #c(intensity score » 0-3)£2 ‘w2 b (7] & Hc(proportion

score » 0-5)7 K e 47 & IR2 feid 5 F A A 0-24R 5 B 0 4o i B 38R

B o

¥ — B % & 5 a A (intensity) o & H ¥ & & | 4g 4+ S (Strong=3) -

| (Intermediate=2) ~ W (Weak=1) ~ 0 (2 5.=0) 4 %] X £ 33 ~ 7 ~ 3534 ~ @ MEL -

% - ~ Z BB 8 4 fmre b G (proportion) o & H B 4w Rz vk B (positive cell %)+ T F s

LB T AT AR ABE

o Bl4r1imIZIR 4 4 i 5 ER Allred Score= 8 (3+5) 0 Bl % — # & 3 % #% S~ % = »
Z %5 Mg s 840

s Bl4r2i%IAR 2 f i 5 Progesterone receptor: estimated proportion of tumor cells
score 0, average intensity of positive tumor cells score O, Allred score =0 > R 555
% 000 -

F R AR R Allred IHC score » & 72 7 508 w2z 1t G| 27 20 558 & & 8P > R

TR R R kS e

e Allred Score=0 > % #% 5 000 > &4 o

e Allred Score=1-2 > % %% 5 120 > 1542 > ER & B 572 P o

e Allred Score=3-8 > % #% 5 110 - 5+ > ER & B 52 P o

B R ¥ I B (p97)
o ML A FEYEE S N R T ks R R E A

RREE R CIRE > BAREERRRLEKE 0§ RREA IR RIFES R R

g o

e 5 p@%mwﬁﬁﬁmw@ﬁﬂﬁ%’H&%%&i&@;%mw%’g&

BN A PR R 0 R SRR IR e -

ﬁ%@@Aﬁﬁﬁ?’%iﬁﬁﬂ%ﬁ$%%%°¥$%%%kﬁﬁHW@M@M

BB IE R > B RARFEPRE v &

FpF3 PRF Jiot &) 2 Allred IHC scoresf £ % » B -Lip s H B AR £ 5 % o F 4R 2

SApkepE o BB AFEEPRE BB o

FENEED S - R BR O EG 5P A AR P Stk R g 3
5%

it

o B & PR R A S TAR 4 2 B
SRR SH- R 2 BE o F
Gk B GIRE LR E e

BN
ARG A B Y F LT A R BB

3 3 Sk 1 1 > I X738 Allred IHC score S5 1§ i : (p.98)

PR F J& ' &

Yo Fh &

000 4 PR 0% o

001100 | 3§t itdf & PR A et bl » it 4 (49 )i A AR 7 -
S00-S99 WAL E PRE BB o
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100-199

¢4 Z PRF I G| o

WO00-W99

5342 PRF Juit o o

Allred IHC score

¥ - B et : .
Intensity score Intensity
0 0 None
wW il Weak
I 2 Intermediate
S 3 Strong
- ~ = ,ﬁ% ii
- Proportion score Positive cell,%
00 0 0%
120 il <1%
06 2 1-10%
22 3 11-33%
49 4 34-66%
84 5 =67%
£ % kb &
o B KA .
110 e Allred IHC score @ #; it 3-8 4 » A P! 7+ Intensity % Positive cell -
111 Wy mE R EiEr B
120 FEfd o
e PRFE Bewt <1% (2 %A B AR) -
e PRFE BV HAP T o
e 47 5 PR(E):
e Allred IHC score &4 it 1-2 4~ » A P 5= Intensity 2 Positive cell -

Fo3 % ) ¢ (p.98)

k) Ed|

110 R B ‘;.%:}I%IEJjJ;’% w it PR % positive, Allred score=7 -

000 BE2 P REFLHEPRO%  Fx L iFofkis  iFts pEIFLHE 5 PR
Negative °
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2019/11/8
SSF 3 % $i R 2 2 2%k

i3 22 Y% s% 4~ B © (p.100)

SSF 3 WiER 3
L RUY STRRy P %75 # ) © 010,011,020,02,030,031,
040,041,988,990,999

Response to Neoadjuvant Therapy

e B A EL 1 8.3

%m#ﬁal%?igﬁ:%’&g:%éiéﬁf}_%(ploo)
© % PCRz7h - H i Rk 2 BT TRA TR G BL -

Yo% = 011 # 1% Texcluding NO(i+) y 2 F /% > B33 TNO(i+)™ 2 4R 3 pCR, 2 3/ ; %
010 ~ 020 ~ 030 ~ 040 #I*k " Fisk FHBT 4 2 F PR 1 FI'% 50§ 021 ~ 031 ~ 041 : (p.100)

Yo &

010 FrA—5—+kg-Clinical complete response(cCR) °
:}}%1211?;% k2 5+ Pathological complete response(pCR) -

011 (No residual tumor ; no invasive component in breast tissue and lymph node > NO(i+) 7= %
% pCR) -

020 %J%—?—*k&ﬁ%—Partlcal response(PR) ; Moderate response °

9_2_]: ﬁ:e ©

030 q;e%—?—’ur&ﬁ%—smble dlsease(SD) Minimal response -

031 A :

040 q;%%—;»—;%%%—#—Progresswe dlsease(PD) Poor response ; No response °

041 : :

2019/11/8

SSFowl B > BZje#p

SoRBip 3 ATHF B BB - B 5 =8 (p103)

o Fwl &g &5 isolated tumor cell (ITCs) i j= ¥ » & %45 5 000 °

SRl 0004 TH 5 - B R¥ - Bt i ¥ =% (p.103)

Sl &
000 o BT EEE .
e BT B3 isolated tumor cell (ITCs) & J° o
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B &

PEAEHT B RpIREL Y AFRHT B A2 ER
& L’«’E‘Lf)@’; *e iR e o

2019/12/31
SSF 7 HER24 # & 8 i 8 % i} Sl id

Ya#% § 17734 500-502 » 900-902 : (p.106)

SSF7 LR 3
HER2 ## =3 1t £ % chl Sl %% § ) * 100-103,200-202,300-302,

_ 400-402,500-502,888,900-902,988,999
HER2 (Human Epidermal Growth Factor

Receptor 2) IHC Test Lab Value B E AP A 1 87

B3] $ - 82 = 8 (p.106)

s kB k7 ¢QA¢IE;+&5§ v fedRE Y AR N HE L R s e B 05999 -
e HER2%& & ‘,f‘ it B4 B> 2 ¢ 7 ISH (In Situ Hybridization)£2 IHC (immunohistochemistry) -
ISH 2 fic & chif £ g B 12 FISH%ﬁ/P | % 521 > CISH=Z 2 » &8 5 IHCHBlE % -

B R B B LB LA R e LR R¥ el BcE T L8 (.106)

y ﬁ@%UT%ﬁ@@%i%%'

o BRRRERCKRY GRS BAFLSRRRLEE D F RRRARIRRIF 2T LR
2 e BLAF & o

o FRELG REINEES I BT L P o RN B S S Ry 0 g RN
Bk R RN BE o RE SeHE AR 3R e o

c HopRE SE- REFLZBRFF PGP SRR RIS R WA
RIAFL B % L2 BABSFISHKERS S > CISH 2 » £ 250 5 IHCH Rl % % -

o ST S H- REZBRFETF SLRFEN UHBMEKRKRE L L BALFEEFISHE
BlE% > CISH=x2 » £ 2= 5 IHCH P2 % -

$oRGdn 3! 5 1 BEZ % B9 4 Tequivocal ; 2 F % ¢ (p.106)

e BXTHMLIETHRZKZELW H.—‘F% JESN IR "$ v L X FH sHER 2 5 &8
equivocal > JidE 45w F s A 2 BB i iE o

e  FaHMskm HER2# 2% & I£ 1 ~ equivocal 2 44 2 0 sk AL ISR L E GBI
BF o A% 5 888 -

HoRGdn 3! %~ BEH 4 Tequivocal ; ~ TRARZ HdE 2 F P2 1 (p.106)

o Fa Pk T HER2# 5% 5 1442 - equivocal 2 44 £ 3 Fin ok w TR Ja R S 2 BiiE B A
£ % equivocal > BAR 5 KA > T B AR A FISH &% % > CISH=x2 » £ # = 5 IHC #&#|
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4B SSF £ { #7F B p

P I
ATH %uAB 4751 5~ B ¢ (p.106-107)

e p 108y urEA2 B %k > H HER2 #5348 £ 5 245 ISH (FISH/DISH/CISH)# Bl% % » & %78
= 500-502 ; 37 ¥ 4F %§ = 200-202 ~ 300-302 2 400-402 -

i3 3% Yo 78 1.200-202 ~ 300-302 ~ 400-4022 % & - ¥ #73#{500-502 ~ 900-9022. % &% : (p.107)

kS TH

200 ¥ 100-107 2 érE ki * > p 108 L¥TEA22 B X7 * o
» CISH, negative -
» CISH, not amplified -

201 ¥ 100-107 2 4%rE ki * > p 108 L¥TEA22 B X7 i * o
» CISH, positive -
» CISH, amplified -

202 ¥ 100-107 2 4%rE ki * > p 108 L¥TEA22 B X7 * o
CISH, equivocal -
300 ¥ 100-107 2 4%rE ki * > p 108 L¥TEA22 B X7 * o

* FISH, negative -
* FISH, not amplified -

301 W 100-107 %7 kg > p 108 Z%TEA22 B X7 * o
* FISH, positive -
* FISH, amplified -

302 W 100-107 v Bxig* > p 108 LA A2 BXRAF* o
FISH, equivocal -

400 W 100-107 v Bxig* > p 108 LA A2 XA F* o
Hv e Her2 1& % o

401 W 100-107 v Bxig* > p 108 LA A22 BXRAF* o
Hv e o Her2 B4 o

402 W 100-107 s B kg > p 108 LA A2 XA F* o
H v ¥ 5% » Her2 equivocal °

500 * ISH, negative -
* ISH, not amplified

501 * ISH, positive °
* ISH, amplified

502 ISH, equivocal -

900 Her2 A » H v B> N “hpathsh > V7 3o

901 Her2 BBt » H U B> N & “hpathsh > V7 3o

902 Her2 equivocal » H T 3k > ;N & fate B = 34 7 3%
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it B 1 SS

F = {ATE oip

i s ¥ 373 % b ¢ (p.107)

kY5 % v

100 BER>ipfkar P4 A IHC & 2 3F 4 % Her2 (equivocal)> £ {74 < 21t 5
o 2R RRAVEEI S ok pIAR L 2 IHC e A 4F 2 3 Her2 ()

101 BEEF 7 P A IHC e 447 % 5 Her2 (2+) FISH(Y) » 2 fs 42 134 4250 % =
EERILAR L 2 IHC e A 47 4 5 Her2 (1+) -

300 @%%%WlW&%%ﬁi%’w%w7?%5HC%E$%%HHN%&%Q
(equivocal) » £ 74w FH I Fink > L6 P REIPIEHEI S “fﬁ*f * Jp ILAR
2 2 FISH # & 474 5 Her2 (-)

302 BERNARI07 E LU L R B F%HL%”ﬁﬁ”%ﬁﬁ%iwmﬁﬁﬁ
2 Her2 (2+) » 4 4 FISH # & #¢ % 5 EQUIVOCAL -

500 &% F 108 £ BT L SRk mz;;‘ mir B IHC # 4R 4 5 Her2 (-) & Her2
(equivocal) » & (745 5 FdLi“ Fipfy > 2 B R JREAVEIT S 7 p i I
22 FISH# 2382 5 Her2(-) »

502 BEAR I8 EZET 5 I/ ioh 5 & ﬁﬁ%ﬁ““h%ﬁ%gﬁ%gﬁ&ﬁ
%3R4 Her2 (2+) > i 4 FISH & #4482 5 EQUIVOCAL -

501 BxEE> P A IHCH A2 5 Her2 (24) FISH(+) » B %45 w0 M5 15
FRERIVFEI SR eREEL 2 IHC A 4R 2 5 Her2 (14)

2019/11/8

SSF 10 Ki-67

BBl Rl P B LA ST LB RET BT A8 (p.110)
o R Srh BB L

s A L

LR R ATREY YR R
ERBE R R T RAIP RBARSERRIEE ¥ ERBABRIE ST LR
W&&m%@

L SRS SN R Rl SULER SEl Y N R S
1*’%:&1‘%/? » PR Sl 3 i dciE o

E—w%ﬁ?p - REZBRFT FAEL P LGk R S S R 0
PEFLEE LA o

zﬁ@%;ﬁ - B2 BRET LKA BT A RE 2 E -
FAREL LR R PR EE o Pl Y RIZAR L 2 BB

FREEL P e AR TR E o PEEERF E -

FORILAFL P EED AU AR R E R o R E Rk ip BB A e

2019/12/31

SSF 1 # % &% W RI(ERA)
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14 B SSF £ { RTE HR P

i3 YofBdp 3l % 2 B 0 (p.117)

o HRFBUT G RRBEAFE B BRSNS B B

o BRERE R R :%J’L:}%f;—l*"g T2 BciE 0§
#icig o

c kML @%mw%ﬁﬁmwﬁ LEE SR SR SR N A R
B3N K R 0 R A N el

. ??@&%%iﬁ?’%i%ﬁﬂ%ﬁ$?$*;¥$%$%kﬁﬁEM@W@“
fo it HEME P > BIRAFHERF B 65 o

e P ENERT L E- RELBE *’@%ﬁﬁﬁﬂﬁ%%’“iﬁh%&%%
b AR s AF 2 2 dc i

s MBI LHE- @2 BE
rF RV G E 2 W Ek B o

© FABLLNOR TR VRAE 0PI P L RIEAR L

s FERPIBRAETG IPBET AL E PSR RF B bR i
Pk

B Z B A
R A e RIPE > B SR

SErER A B G B A sk E o B IBAR

*ﬂ'\' \rr_rl\r
vw i<

B3 & FIR ISR F R 1 (p.118)

Yokl &
000 #4: ER0% -

#3 % 6] © (p.118)

S FG * bl
000 BE P REFLHEERO% X L hFiof (s > e mIEFL ik 5 ER
Negative °
+ ¥ WA
2019/12/31

SSF2 § M £ Wian

i3 %S dn 3] 5w B 1 (p.119)

o HEIRUT b R R RS
c REFREREEF BARERRERIEE 5 RREEAFRRIF > REESR 2E
#icig o
o FREE G RFINfoE I RIS P RN BB S A RN 0§ R
%%S%w%ﬁ»’m%ﬁﬁﬁmwﬁﬁo
© FIBEBEAEL > BPAFEEIBEEL S FREEERFEGPRE B 2
fo EHEE P > BRAFEEPRE B 6 -

215



4B 1 SSF £ { ATE i

e <
¥

» R EAERT S M- M BR L ED 5 BT AR SR R
g % R R AR R IRAR L 2 B S A e
¢ SRR G OH - };1")%7 [N T A TR EEE AV e E R %i#ﬁ

Bk v bIRE LA E o

o FABI ISR W SR AE 0 RI P 2 HILAR L g A

s FERTIRAET G IOBERT AVELR PSS TER R B bR dE 2
PRk

s o PGB TR (p.120)

Yo B &
000 #£4E PRO0%

#5 % 61  (p.120)

7% * b
000 BEr P REFLHEPRO%  HX L HFok 6 > IS RpEIFEL it 5 ER
Negative -
33 5k R
2019/11/8

SSF2 % # = & &t iz 3

75§ F1010-0304 # % 010 ~ 020 ~ 030 * (p.132)

SSF 2 kR 3
T B R 475 % B : 000,010,020,030,988,999

Extranodal(Extracapsular)Extension of Regional

Lymph Nodes BB 8.2

i Ry

2019/11/8

SSF6 *r % ik dct & ¥ P

Bl kit o I T Famet VEARL Y | 2 3R 0 (p.147)

B U B R I R S e R 2 B R Yk B P -
BRIz s T BRI Tt 2 F R FT BH S (TRUSBO)Z 3 5% 1 (p.147)
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o EHT S ded B ek B RS E RS F A2 Ak
B R R AT it o T 2RO

e TURP % % 3 (7 4e4L(TRUS-BX)*> ¥ + Jiu %45 5 988 -
© B RFRTELL FYBFRATHE T AT ARTH

HoF& 2988 2 999 p %k [mt | 2 F R 1 (p.147)

Yo 2K

988 A e R

999 (] jf{f?_‘@_&.l___kyl;l , fziylﬁh"*ﬁi*ﬁéﬁi%\ffo
. * o

2019/11/8

SSF7 *r % if#cts {48 P
B esplg Tmet ) 2 3% 0 (p.148)
REHRERER R BRI E R FR P e P pRE L Y R P R D

LT RN § I L R SR (R

s -dmEr Y EETREZ BN RE S G U PN R R S B R
# o

o FRE IRV E Gl P RSP EES 2k hHE

o FRE A S Gy R Sedlr B Y o iRk & ol 4 o

* TURP#Z A fTdmdlr ¥ %A% 5988 -

Yo% £ 000 ~ 988 ~ 999 P %4 smd+2 3 F : (p.148)

S A A
000 A IS St
988 AW e

o AH{Ties P oo
e PINHIBZ

999 o mglir DR IBEM > 2 B iE R MR oo
. ];;-f_o
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*

2019/11/8

i 30te %atb i F ¢ (p.153)

3R

Hodgkin and Non-Hodgkin Lymphomas of All Sites

(ICD-0-3 M9590-9596, 9671-9680, 9684, 9687-9689, 9699, 9702-9727, 9735, 9737-9738,
9827(EXCEPT C42.0,C42.1,C42.4)) & % % 4% SSF1, SSF3, SSF7-9

(ICD-0O-3 M9650-9663) i % % 4% SSF1-2, SSF7-10

(ICD-0-3 M9597, 9690-9698) & Z % 4% SSF1, SSF3-4, SSF7-9

(ICD-0-3 M9700-9701, 9731-9732, 9734, 9749, 9751-9759, 9761-9762, 9766, 9811-9826(EXCEPT
C42.0,C42.1,C42.4), 9831-9837(EXCEPT C42.0,C42.1,C42.4)) & Z % 4% SSF1, SSF7-9

v oR R

2019/11/8

SSF10 Buif - isf X B R A A HiTh

BB EHE PG (p182)

B

% b

125

2018/03/28 ¥ %+ CML & % » 2018/04/14 BCR-ABL gene: positive p230
BCR-ABL(e19a2) - 2018/04/28 B 4;~i * Nilotinib ;5% > ¢ a0 & s — =X &~ + & 5%
p ¥ 2 2019/04/25 - * ;p] BCR-ABL gene log reduction % 4.5 -
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SUTHRAEBEARLI08E 129 B3RP TG LB

BRI
2020/9/30

LS A ;)F‘i;_ﬂzl_”s}ﬁ—‘;”é HERER L (p.20)

SSF 7 &R -3
EESE ERE L E T %7 # ) : 001-980,987,988,990,997,998,
999

Measured Depth in Pathology Report

e R 5 8.7

B
2020/9/30
SSF4 BTk 4

;ﬁig,gg,,gg;};, S8 RE =Bt i S B a4 (p5l)
e 2©CRMi4p F F % 3 Circumferential radial margin - Circumferential resection margin ~ Mesenteric
(mesocolon) margin ~ Radial margin ~ Soft tissue margin -

FH BB =2k (p52)

Yok &
999 © BRI G

. };ﬁ}_ﬁ‘;\ga i\‘ °
*  JRIFL Wiy it 5 distal and proximal margins -

EReREY CE9R%
2020/9/30
SSF4 Bk

A GBI F B RB =BG S B U (P.6I)
* 2CRMi4p F F % 3 Circumferential radial margin - Circumferential resection margin ~ Mesenteric
(mesocolon) margin ~ Radial margin ~ Soft tissue margin -
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W4 B 1 SSF £ 0 ATF B

R SR P T (p.64)

YoFB TR
999 s HRBRIRTIgAGE
©OREAER
*  JRIFL Wiy it 5 distal and proximal margins -

u-‘r-:)%
2020/11/13

# z2 Child-Pugh Score # #p % : (p.75)
Measure / score 1 point 2 points 3 points
Total Bilirubin, pmol/l(mg/dL) <34 (<2.0) 34-50 (2.0-3.0) >50 (>3.0)
PE 4 %

L%
Serum albumin, g/dL >3.5 2.8-3.5 <2.8
P
Prothrombin time prolonged, <4(<1.7) 4-6 (1.7-2.3) >6(>2.3)
sec (INR) 4w fis o P&

o Mederate Slight Severe— Moderate
Ascites g -k None ;
(easily controlled) (poorly controlled)
Hepatic encephalopathy None Grade I-11 Grade IlI-1V
aal: o (or suppressed with (or refractory)
medication)

5 Ay
2020/9/30

SSF2 ¥ sl &% Wik RI(PRA)

PR : (p.101-102)

e Allredscore: = 8% » % it 2 3 L3P 40T

e Allred score % =

1558 K& 4 H(intensity score » 0-3) ¥ fm#z v ] 4 #ix(proportion score »

0-5)3 H e TR M2 HeiE § F e A B 0-2AR 5 Bt > 4o 2 B 3-8 AR 5 2 -

* % - B A ELA R (intensity) 0 ik H % & A W/4E 4% S (Strong=3) ~
| (Intermediate=2) ~ W (Weak=1) ~ 0 (& 31 5.=0) 4 %] i* £ 38 ~ ¥ ~ 334 ~ m 5L o
e &= -~ ZF N4 et i (proportion) o ik H FE 4w e vt B (positive cell %) ¢+ T FT o
BT InE E e R TR NS A o
©  blde 1IBIEAR £ 45 i 5 PRAllred Score= 8 (3+5) Rl ¥ - £ ik 3 %afb S~ % =
ZHERS s 84
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b 4e 21532 5% £ 45 it 5 Progesterone receptor: estimated proportion of tumor cells




it B 1 SSF £ 0 { A7 B

score 0, average intensity of positive tumor cells score 0, Allred score =0 > B % #5
% 000 -
*  FRETAELR Allred score - &2 740 H dm vz 1L G B 3UELS R A B o R iR T 5
e Allred Score=0 > % #5% 5 000 » f& 4 o
o Allred Score=1-2 > %u#5 5 120> [&4 > PR F i 672 B oo
o Allred Score=3-8 > %uf5 5 110> B¢+ > PR F i 62 B o
e NI AFHAE Y R T R RABEAES D S - BRI R DB 5 - BT R Z 8
RS F A
. }%vi;\ Wil ERBE RCRF > BARSERERZEKE > § 2R EA KRR
P Bl R R B o
c FREG REINC|EHICHEFLP > URFINELHKES BBER 0§ R
IR R RIPE > R RS A I Bl o
© FIBEREAFL RBARFEEBPERLEE FHRLEERFEGPRFE B )2
fo IR IEIERE > PR L AE8PRE vt &)

SSF 3 v #dd 5 & 2y 3%
BoRGAn 31 5 2 BY VTRA TRVHE VTRR FRE LA ORE L hk &7 (p.105)

© % PCRZ o B E R 2 Rk d L IRATECTRE BT &SSO R ) ek
Bt

Yo% = 010 P4 TR TR 817 5 020 i % Partial 3 % : (p.105)

SR (&

010 FeA—5—+kg-Clinical complete response(cCR) °
:/,%If'.l_? 2 &g 51 Pathological complete response(pCR) -

011 (No residual tumor ; no invasive component in breast tissue and lymph node > NO(i+) 7= 2
A% PCR) o

020 Partial response(PR) ; Moderate response °

SSF7HER2 f & B3k it 8% b} Sk &
Brsmipil 5 - B2 pF 0 (p.111)

N =@ EMn ok HER2# 5% 5 A1 ~ equivocal & 4% 2 %+ T ek S L BE S A1
& % equivocal > JEAR 5 & > ® R AGEEFISH #B|5% % > CISH =t 2 » £ H = % IHC # P
Bk oo Fiok (SRS AR o PR A E ISR R e

F T
2020/9/30

221



4B SSF £ { #7F B p

SSF2 tmé+7 3 8 i ik 315 1R M Gleason A 5d R A B xR & B2
AT SRR F S B RF S BE B AR R - (p.149)
s &P Ao RRFwEs A @@%‘ﬁﬁm T i 3l enGleason X 2 #icE o
SSF3 tméhsr ¥ ¢ 0 i ik 310 R W Gleason < 4 &

ATH SABAR 3 B B RF ABRE B 4 B Mt (p.147)

) enGleason = 2 # i@ o

gt

o HREE iR R T g B G R R TR

SSF4%‘.§9¥F9_~*7 'f ~ §8 /22 # M Gleason =~ 4 %1 & | f. EQ SIS

jﬁ,ﬁ#ﬁ 3| % A #%&%”TX”L—?— %

1 (p.149)

s FHA Fiﬂf]l}_*f e MR opIRAR L % 5 PINII 2 No residual tumor (TX > TO) -
2 @z Gleason’s score - R %% = 988 -
Yo BF RTH ATHOTX 2 F P2 ¢ (p.150)
SR CE
988 7igH
° %%ﬁf—?%?‘%ﬁ?i*ylff ‘«‘,Eflﬁ”“'l °
e PINII & No residual tumor (TX » TQ)
999 s HRiEFHE E’?]ﬂ\a‘:*ﬂf AR ERIRE R As sl
. S 1_0

SSF 5 3 27 % & f2 311 # Gleason < &~ ¥

AME#,E 31 % 4 BLATHOTX”2. F P @ (p.151)
. L FE“T\}_*J’ T E B REfER] 0 e EIZAR 2 B % 5 PIN I 2 No residual tumor (TX-TO) -
x ;E: i Gleason’s score » 7 % 7% = 988 -
SofBH ATH ATHOTX? 2 F PR (p.152)
S FB &K
988 7
¢ AR R R A L AR
e PIN I & No residual tumor (TX » TO) °
999 e Hi7 ;?E’Jlfti*f% 2R MR LIRS Rk
. ! 33'_ o

L

2020/9/30

SSF1v sk ¢ Wik & eim=

222




45 B 1 SSF £ T AT B
Yo% §= 74 013 : (p.175)
SSF1 WeER 3

FETYE TS ies %% # ) * 000-007,013,021-027,041-042,
051, 061,090-092,8XX,988,998,999

Assessment of chromosome study in leukemia
BE A 81

oG = #73 013 : (p.175)

kY T &
013 AML with t(9;22)(q34;q11)

SSF1v s i ¢ Wik & et

Yo% ¢ BIATH 013 : (p.177)

SSF 2 WL R 3
AR R & ¥R %275 ) © 000-013,021-025,041-042,

L . 051-055,090-091,8XX,988,998,999
Assessment of molecular studies in leukemia

e A5 8.2

$FB W = ATH 013 : (p.178)

Skl &
013 AML with BCR-ABL1
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a5 C © SSF ¥fB B - T 4
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T AR = F] 5 1 SSF g B B - A

SSFiF =R & - 4

W IPLRFLTERREHFLER o
BRI
e &R
FFF 2012 & 2013 & 2014 = 2019 &
(2011 & 72 %71 %) | (2012 & A7 %7 ip %) | (2013 # A75 %7ip &) | (2018 # AT ¥7ip &)
SSF1 000-997,999 # 1% b 989
SSF2 000,001,005,988,999 | #73 ##5 002 F ol B i
- uzF 988
SSF3 000,100,010,001,110, | #734 %75 3TH S
101,011,111,999 800,080,008,088880, | 018,081,108,180,801,
888,988 810,118,181,811,188,
818,881,808
SSF4 000,100,010,001,110, | #73% %45 AT o 7B
101,011,111,999 800,080,008,880,988 | 088,808,018,081,108,
180,801,810,118,181,
811,188,818,881,888
SSF5 000,100,010,001,110, | #7344 %45 AT o 7B
101,011,111,999 800,080,008,880,988 | 088,808,018,081,108,
180,801,810,118,181,
811,188,818,881,388
SSF6 000,100,010,001,110, | #734 %45 ATH o 7B
101,011,111,999 800,080,008,088,808, | 018,081,108,180,801,
880,888,988 810,118,181,811,188,
818,881
SSF7 000-980,987,988,990, #1%% 4% 000
998,999 RT3 #5997
SSF8 000-980,987,988,998, | #7344 %45 990 FYTER B i
999 A e 2F 988
SSF9 988 ATH iR
SSF10 ATH T
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T AR = F] 5 1 SSF g B B - A

SR
B SR & B
FFF 2012 & 2013 & 2018 & 2019 =
(2011 & A2 ¥rip %) | (2012 # 72 %7 ip %) | (2017 # 2 %7 %) | (2018 # T4 %7 1R %)
SSF1 000,010,011,988,999 #1% $#% 010,011 Tl B kB
A7H B L 2F 988
020,030,040
SSF2 000,010,988,999 I EL - R -4
i e 2¥ 088
SSF3 010,020,030,040,988
990,999
SSF4 010,011,020,021,030 | #1% 4#%
031,040,041,988,990 | 011,021,031,041
999
SSF5 088
SSF6 988
SSF7 988
SSF8 088
SSF9 988
HE %
B Y dFE R
FEAF 2012 & 2018 & 2019 #
(2011 & 378 %7 B %) (2017 & 372 47 B %) (2018 # 372 %7 1B %)
SSF1 000-988,999 #1*2 %45 000
SSF2 001,010-030,988,999 # %2 %45 000
SSF3 000-008,010,988,998,999 # %2 %45 000
SSF4 988 A3 TP
000-980,988,998,999
SSF5 988 373 (TR T 0 SE R F
000,010,988,990,999 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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T AR = F] 5 1 SSF g B B - A

B
B4nY 3R &R
F L+ 2012 = 2013 = 2019 =
(2011 # 375 %7 1B %) (2012 & 372 ¥rip %) (2018 & A7 TR %)
SSF1 000-987,999 FTHE Y #G 988 #*z S ss 000
SSF2 000,010,020,030,999 FTHE Y #G 988 #*z Snss 000
SSF3 000,010,020,030,988,990,999
SSF4 000-980,990-996,988,999
SSF5 000,010,988,999 ATHE Y g 990 FONTE AR 0 Skl W u3F
988
SSF6 000,010,020,988,999 B $as 000
SSF7 000,010,988,999
SSF8 000,010,988,999
SSF9 988
EFLRES KGR
Bin? SFE R

F S 2012 # 2013 = 2015 = 2019 =

(2011 =372 %7 %) | (2012 2 372 ¥ %) | (2014 # 372 %7 B %) | (2018 # AT %7 %)
SSF1 000-987,999 FTHE Y #G 988 #i* %r% 000
SSF2 000,010,020,030,999 | #7#i S#s 988 #i* %rs 000
SSF3 000,010,020,030,988,

990,999
SSF4 000-980,990-996,988,

999
SSF5 000,010,988,999 ATHE Y g 990 DT AR 0 akE

% L3F 988
SSF6 000,010,020,988,999
SSF7 000,010,988,999
SSF8 000,010,988,999
SSF9 988 RTHROATEAF =
000-150,988,991,992,
993,999
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Rk A0 FF D SSF s BB - A
g
EREAIE i
FLF+ 2012 # 2013 # 2019 #
(2011 & 372 47 1B %) (2012 & 372 45 1B %) (2018 E A=37 ¥71B %)

SSF1 000-993,998,999 #*z Snss 989,990

SSF2 000-008,988,999

SSF3 000-003,999 3T S AE G
105,106,199,207-209,299,
310-315,399,999

SSF4 000-987,999 FTH % 988 #1*% Sma% 000

SSF5 000-987,999 FTH % 988 # 1% Sa#% 000

SSF6 000-060,999 FTH % 997,988 #1%2 Sa#% 000

SSF7 000,001,010,011,020,999

SSF8 000,001,010,011,020,999

SSF9 988
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T AR = F] 5 1 SSF g B B - A

W%
Baev 4FE R

By m 2012 = 2013 & 2018 = 2019 = 2020 =

(2011 & 372 %7 | (2012 & #7254 | (2017 & #7254 | (2018 & 3754 | (2019 & 372 ¥

%) 1 3) LED) %) LED)
SSF1 000,010,020,030

,040999
SSF2 000,010,020,030

,040988,999
SSF3 000-005,998,999 FATER MR

o Mkl W R3F
988

SSF4 000,011-013,988 | T % t%

,999 014,015
SSF5 000-008,988,999
SSF6 000,010,020,030, | #1 ",!rt % 988 # % 3% 000 # % S 5

988,999 010,020,030

AAA-UXX,VVV
XXX, ZZZ
SSF7 988 RTH TR == | P 'J“$ 3% 000
000,010,020,030
,999

SSF8 988
SSF9 988
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T AR = F] 5 1 SSF g B B - A

R
B SR & B
sz w2 2012 2013 2018 2019 # 2020
(2011 # 37 4B | (2012 # 372 | (2017 & 375 %7 | (2018 & 47 %+ B | (2019 & 372
*) U ip ) %) %*) %rip %)
SSF1 000-100,110,120,1 8 2 T S B
30,988,999 000-100,110-111,
120-121,888,988,
999,100-199,500-
$99,W00-W99
SSF2 000-100,110,120, i 3 B
130,988,999 000-100,110-111,
120-121,888,988,
999,100-199,500-
$99,W00-W99
SSF3 010,011,020,021, #1% okl
030,031,040,041, 021,031,041
988,990999
SSF4 000-089,988,996,
999
SSF5 000-089,988,996,
999
SSF6 030,040,050,060,
070,080,090,
110,120,130,999
SSF7 000,100-103, FTH JCErAS | ATH B 888 | ATH il
200-202,300-302, 988 500-502 »
400-402,999 900-902
SSF8 000,010,988,999 | 7 fckit
o Sl 1 o
2 088
SSF9 000,010,011,020, | #1% Snfb s
021,030,999 011,020,021, 75 i 37 988
030
FTH B
988,990
SSF10 | 988 988 988 FTH AR
001-100,988,998,99
9
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T AR = F] 5 1 SSF g B B - A

FEHR
B owom BdeY 4R E R
3 2012 # 2019 #
(2011 # 272 %7 %) (2018 # 372 & B %)
SSF1 000-988,999 #*% Sass 000
SSF2 000,010,020,030,988,999 #*%z Sass 000
SSF3 988
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
A L
e R &R
FEF S 2012 # 2014 # 2019 #
(2011 & #7247 1R %) (2013 & 27 B %) (2018 & A7 B %)
SSF1 000-100,110,120,130,988, i} T TR B
999 000-100,110-111,120-121,
888,988,999,100-199,
S00-S99,W00-W99
SSF2 000-100,110,120,130,988, i3 E T T B
999 000-100,110-111,120-121,
888,988,999,100-199,
S00-S99,W00-W99
SSF3 988 RTH Ty = FOTE A 0 Sk e 3F
001-003,987,988 988
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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T AR = F] 5 1 SSF g B B - A

‘F’_'g::}% :

Be? FE R
) 2012 = 2019 =
(2011 # #7247 %) (2018 # 37 %71F %)
SSF1 000-910,920,930,931,988,999 #1 “,lrt A% 000
SSF2 000-910,920,930,931,988,999 #1 “,lrt A% 000
SSF3 000,010,020,030,040,988,990,991,999
SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
3%8;'6:}% .
Baev FE R
S 2012 = 2014 = 2019 &
(2011 & 375 47 1B %) (2013 & 372 47 ip %) (2018 # #7Z %71 %)
SSF1 010,120,988,999 FATERI A 0 A R
¥ 988
SSF2 000,010,020,030,988,999
SSF3 088 ATH A =

001-010,988,999

SSF4 988
SSF5 988
SSF6 988
SSF7 988
SSF8 988
SSF9 988
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T AR = F] 5 1 SSF g B B - A

Pk R
B e & R
#FEF 2012 # 2013 # 2017 & 2019 #
(2011 # Z75 ¥rip %) | (2012 # 72 % ip &) | (2016 & A72 7R %) | (2018 & 3735 %71 &)
SSF1 000-980,999 A7H 7% 988 A7 Yok 9BL-987, | #1% s 000
989-998
F Y A% 980
SSF2 011-015,019,021-025
029,031-035,039,
041-045,049,
051-055,059,099,
988,999
SSF3 002-010,988,999
SSF4 011-015,019,021-025
029,031-035,039,
041-045,049,
051-055,059,099,
988,999
SSF5 002-010,988,999
SSF6 001-025,988,999
SSF7 000-025,988,999 A7 %% 998
SSF8 000,010,020,030,040, | #1% % 988 F e B o kB
050,988,999 i 2% 088
SSF9 988
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T AR = F] 5 1 SSF g B B - A

TR
Baev 4FE R
FFF 2012 & 2013 = 2014 = 2019 &
(2011 = Rre5 ¥rip %) | (2012 # R72 %71 %) | (2013 # A72 ¥7iR %) | (2018 # 275 4718 %)
SSF1 000-002,988,999 #1'4 % 7% 000
SSF2 000,010,020,030, #1e% %75 020,030
988,999
SSF3 000-005,988, 373 #5994
990-993,999
SSF4 000-005,988,
990-992,999
SSF5 000-002,988,999 F AR A 0 Sk
¥ uzF 988
SSF6 000-003,988,999 TR o Sk
" 2 988
SSF7 000,001,010,011,
020,988,999
SSF8 000,001,010,011,
020,988,999
SSF9 000-002,988,999 # 1% %% 000
SSF10 FTH T
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T AR = F] 5 1 SSF g B B - A

v o )l'ii :
Bind SFE R
P 2012 # 2013 # 2019 # 2020 &
(2011 #3785 | (2012 Ea7 8 | (2018 E372 85 | (2019 & 372 ¥ B
*) *) *) *)
SSF1 000-007,021-027, #1 “,% % 998 #1 ",f g 062 ATHE Y 7g 013
041-042,051,061-062 ATH S 998
090-092,8XX,988,
998,999
SSF2 000-012,021-025, #1 “,% 7% 998 ATH S ih 998 ATHE Y 7g 013
041-042,051-055,
090-091,8XX,988,
998,999
SSF3 001-004,988,990,999 | #1 ",% Sm#8% 003,004 FATER AR 0 Sk
i ju2F 988
SSF4 000,010-014,988,998 | #1 “,% % 998 FATER S 2 Sk
999 W u3F 988
SSF5 000-003,988,998,999 | #1 “,% % 998 FATER I 2 SRS
¥ fu2F 088
SSF6 000-003,988,999 #'% Srf 000
SSF7 000,001,010,011,020
988,999
SSF8 000,001,010,011,020
988,999
SSF9 000-002,988,999
SSF10 ATH TR =
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